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[0 10 61 

(94) ^w^(r>mu ±m%^<r>mm^±.%z^m^\zn^^ n 

[0 10 71 

(9 5) :^i3J:<y'^T^-f-Vf^Mt/«^^'b=&^^<J: I9^K^ 

[0 10 81 

(9 6) ±fB^^^-^^{i. it^mmm. m^m^m. ^mmwrn. i^- 
•^-ytm^m^^^tzmMmm:. m-z^x^v^ri (spr) -r^-v>ir. 

ifett^. mimmm. 

^^tf, :g@ 9 3 Icfsm^Ov^j^T'i.o 
[0 10 91 

(97) ±fB7'~i?'*Jl^i-^#^}i^ 7''f x-i/v-f-e^);?,, 9 3 tela 



aiSE#2 004-3066966 



^m. 2003-181915 



^-i^ : 33/ 



[0 110] 

(9 8) ±mr~i$^^u^t^^mt. ;^tf-:*-e^b^^ ^§9 3Kmm<D 

[0 111] 

(9 9) mm.<Dmm^m^-t^i^:^'rAT^^X. 
[0 112] 

(10 0) ^^m'^t, ±^^^m=?-Knt^mm<7)jB^t^mmui^^i^ 

[0 113] 

(10 1) mJEO-7'n7T^;V:*^p). TOtc-^x.?>ttfc5fell5e<^^5fcH^^Sr 

^ T^C * <7) T" A t?2b o T > 

b) ^^(D^^m^^r^mm-r^^^'. 



tiiiE#2 004-3066966 



#11 2003-181915 



: 34/ 



g) ±fB^m (d) -t?#ibtL7'^mn<7);5'1>5^Hi^<7)7'n7T^;vi:^ 5^^<^)^5^ 
[0 114] 

(10 2) m(7)-/n -7 T -f mic-^x. <btL7t*|^^<^^5^H^^ 

^ ;^ci6 O "T A -c^fe o T . 

f) ±fBfB#|^#: (a) K^\^^X^m^fi^±m'y^ y r 4 }i^(0^y^^h. 

_hfBgE^(^^5l5Bg^-e^s, 



miE# 2004-3066966 



^m2 003-181915 ^->? : 35/ 

[0 115] 

(10 3) m.^(Dmm^m^Ln. ±smm.(DMmim-'izmwLn 

[0 1161 

(10 4) ±^^m^±<Dmmi. ru-^mii^mwi-^n.n^. i o 3 

[0 117] 

(10 5) ^i3xx^mz:^'mLfzmmtnKmM,LtimMt<Dm^i$^. ttz 

ar ^^yimmM^^is. 1 0 3 Ktm(o%Wi^o 

[0 118] 

(10 6) ^iSX-C^lEK^m.LfzmMtniZ^mLfzmMt(D^^i^, tj:h 

mzr^^^ffmrnm^^ij. 1 0 3 Ktm<D^m^o 

[0 119] 

(10 7) ±fB#ttti. M±lmm)ikT(Dmmx-mW:-^iin^. 1 0 3 

[0120] 

(10 8) m^^fifzmm't^hK^ts, 1 0 3 i,zmwi.<7)^nWo 
[0121] 

(10 9) m^^tifz^m^mm'f-^ $ h tc-^tf, j^s 1 0 4 i,zmm.<^%w 
[0122] 

(110) ±m^m^mm'¥'it 2 ®^®m±®^$ . 1 0 9 tcfam<^ 

[0 12 3] 

(111) mmisxz^^m^mm^i)m^^fi^. 1 0 3 i::ifimc7)^3f 

[0 12 4] 

(112) M^xxnEizmm\^fzmMtnKwmLfz!^Mt<Dm^i^t. r 
^i^^ffmrnrnt-^K mm.^i:v'^m^^m=^tti>Km^^fi^. :^gio3 



ffilE#2 004-3066966 



2003-181915 



[0 12 5] 

(1 1 3) ^i^^v^iEi.zmLfzmMtniz:wm,LtzmMt(D^^Hf.t, r 
1 0 3 tcfamo5t#^o 

[0 12 6] 

(1 1 4) ut. Muirmx^mt^ r^^>^m^^t. mk'^=f't. m 

[0 12 7] 

(115) JilBJ^fi, :^'fb*;vv'>A, VV^^-^- h V -t^A, Rm^/im^ 

^S^i «9®«^;^tL^^=&#tf. 1 1 4 K%m(o%^iif.o 
[0 12 8] 

(1 1 6) ±fBal<Ei^SA^{±. U^^y^-m6^=f-. ^^^Vttltg. 
[0 12 9] 

(117) ±Mr^^>^mmn\t. y ^^=-y^S:Xf}£ 
[0 13 0] 

(1 1 8) ±.mmm^i,i. YiJ^y. *fflJ3&®*H^^ « 

^iJ-Sr^tf. 1 1 4iCffiao^##:o 
[0 13 1] 

(119) ±iBiffl)Et±. ifti^m. *fflmm:feJ:5o** 



miE#2 004-30669 
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^-v^ : 37/ 



[0 13 2] 

(12 0) ±m%Wi^<^U^it. IfyT., i^V-^. ^i.Xl'i'^T.^v ^ii-h 
[0 13 3] 

(12 1) wm.%^tzMm.(r>wm^^^. is-o. ±MMm(r>mi^n-\zm. 

A) ^##:=&^ftt- \^^X? 
[0 13 4] 

(12 2) ±fB@3^X®ti. JlfBmfc^ ±fBIEtC#mt/^tygi: LTOit^S 

. ±mmmt(Dm'^m't. r u 4 mm^-t :h z. t^^t^, mEi2 nzmmo 

[0 13 51 

(12 3) Ji|B@^X®{±, y U :^ hX^^-^tf. 1 2 1 K^m(o:fj^ 

o 

[0 13 6] 

(12 4) ±m^m^<ommt. ^mm^i^h^m^mf'^i^m^t^iM 
^-a-^-r^s, 1 2 1 Kfd.m<Dijm. o 

[0 13 7] 

(12 5) @^$tLfcmifi:oiaj3a4r-^«^. Tb^-D. ±tmm,<DmM^m~i^m 

A) i3j:t>' 
[0 13 8] 



miE#2 004-3066966 



#M 2003-181915 



: 38/ 



(12 6) ±fB®^^^(±. V h#^=J:'^tp. 1 2 5 Icffim^o^S 

O 

[0 13 9] 

(12 7) ±m-^nim^^mi. %wimm-i)^ii>±m-xwi^^^m'r^^ 

^^-^tf. ]®a 1 2 5 irfsm<^^©o 

[0 14 0] 

o 

[0 14 1] 

, (f?llx.tf> m^<7)m^l<i Taj. TanJ. fth 

^^^m^mmit. ^^m<Dm-t^^m<DMmmKJ;:<:>x~^mKm.m^ti^(D 

[0 14 2] 
[0 14 3] 

■^mmm^^^^^xmm^fi^ \mm\ {i^ mm^m^z^^^xm^^hfi^w^n:. 
m<r>'M.mtmm^^m,^f^. ^mm.mii(r>mm,<^m^w-^x^ox^ ^-^mm 



tbiE# 2004-3066966 



#IM 2003-181915 



^--J : 39/ 



[0 14 4] 

v>(b*L. j:i9#iBi'{i> m^ma m7L\t, #?Lig, M^m. ^nm. 
n^m. ^nw^. -k.tm. ^^nm. ^nm. mnm. Mmm. u^^. 

o 

[0 14 5] 

xi>x<^ tfz:^^mi!}mM.t'r^im.tfzitmmi. ^m<7)^(Dm^tfzii^ 
'nKm^'r^i><DX'i>iiy^^o :^mmm^^is\^^x m^] tfz\± r^tj tit. s 



miE#2 004-3066966 
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^-i^ : 40/ 



ir^m^it. skm. nm. wm.. 't^m. ^m.. m^. m. ^m. m. m 
*ffli&> w^mm. l^J^Ba^ jfuf^^jig^ 't-mmm.. 'W^^mm. ^wwmm. 

[0 14 6] 

2|s:M#lci3V>T mm (tissue) tit. ^^B^.^'S^K^^^X. 

mmmtfzim^mmmi^m':^^, ±}^mm. ^^m. mmm.m.. w^m.mj: 
ii'icEsu^tt^o mmxit. mmmmo^^mi^^-ox^mmmt^xmrnt 

\^>^\,^^tJ:^mil>mi:>i^lX\^^^o 
[0 1 4 71 

^TO»ici3v^t: mmm tit. ^^mmm^mL. 0^^itm (■r=&t>-t,# 

mm (TpluripotencyJ) =lr^t- **fflJ3a*v^9 o ^)fflJ!a^i®#^ 

m.it. (Es) mmtfzitm.m.nmm. imMm^mm.. mmmmm^mm 
tfziti^m^mmti>\^^^) x^^^^^Tb^^fihizm^^fi^j^^^o ttz. ±^<d 
t6:ti«r^t-cv>^isai9, xnmizj^mLtzmm, {tztki^. :$immmiz^^^x^ 
m^ti^hm^mm. n':^u^9Mt^fffzmm^j:h^) i>tfz. 

o mikmmmtitmBKm^ir:h0^m'\mmm^^^^o m^^mmit. 1 9 s 

imz:^ibxmi:^ti. 1 9 8 9^mi^y y ^'T'i/ h'7'>>^f^^lC^>JSM$^XT 

v^^o 19 9 s^izitya vm^^mm7i)m^^ftx^^ . n&m^K^mm^tL 
oojb^Se mi^f^*«fi> mn.^mmtitm^j:^. ^^t(Dijmm^^fix\^^^ 



miE# 2004-3066966 
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[0 14 8] 

^mmmm^j:t'^mifibfi:ho mim^<Dm.m.mmtLxii. m mm) 
m^^mm^j:if:^mifhfi:ho ^mm(DmmmmmtLxii. ^mnmm. mm 

[0 14 9] 

0^mmm^^fix\^^^7i)^tfzim^Lx\^>:ho ^mm^K^\^^x^m^fi:hi^ 

[0 15 0] 
[0 15 1] 

M:^^^^^j:< ti>i&m.^fix\^^^:it. ntL<itmMmK^t^\f>^\^^oo t^o 



aiiE#2 004-30669 



2003-181915 



^--J : 42/ 



tfzi,±:^'v^'r^vK-o\^^xy^^dm^. [M^m^fifz] tit, fztx.},f. m.^k 
. ^t^^m ^ iifzii^^iiz ammmt^mnt tz \t^<D^<Di\:^mn^%wm \z^ 

^(Dm^^=^-i)^^^-t^m}\zii\^^X^mzmWB.'5^^\zm^\^X\^^:h (f 
1 ank i n g) Ifi^J (fip-t)> ^^^^5' i^miXfZ' ^^\Z^m.-t^Wm 

[0 15 2] 

® mk.\t. ^^#t> 'b-'D. mm^^m0k^yx^mznm\^m'i- 

[0 15 3] 

^OT«t^:fev^-c r^-ffc (tfz) mm,} tit, ^m^xx/^m^mmtLfzm 

ii\ $fv:{±^^t^^f^:v>o ^^tLtzmmtLxit, m^it:, m&mm. mmnm 
mmmk. ^mm. m.mmm. ^mmm. 'W^mmm. 'Wwmm,. 'W^mw 
mm. w^mm,. skmp^&mm. ^^mmm,. ^mmmm. mmmm. ^mm. ^ 
'Wmm^j:if-bmifibfi^o 

[0 15 4] 

^mmmi<z^^^xmm,<D mmj tit, mmfom^o^-^^;^-^ m^if. m 

[0 15 5] 

^x^^\^tzt$mmMm<o^x'B'mi^^ ^ xf/^ fz\tm^m\znt/^tj:m.-i: ^-otz 



mmm^ 2004-3066966 
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^-e^: 43/ 



[0 15 6] 

^:^^T^i9. (metaplasia) }imtiv:ho l^iJ-X^f^M'^mm.X^t 

«{±i^v>o Ktt#fflj3&f±. 0^mn.imiri>o mmnmmt. ^-m^^mt^o ^ 

bryoid Body) ^<m^0ki^TX(Dm^^i(>miftbfl^iD^-^ 

fi^Km^^fi^^^o tti. ^i^^m\^>fz0^Mm<D^m\,z'D\,^x<DTy^4^t 
<^3^^\zeE.^^%^-th^x<Dmm(Dmmzmt-t^mti\t r^M^j iiv^v^ 



2004-3066966 



#0 2003-181915 



^->^ : 44/ 



[0 15 7] 

^§g«fl»i'*3V^T ra^J (agent) tLXii. ^M-t^Etfy^M^-t^^ 

mm. m^it. cDNA, '>'yADNA(0J:7'S: 
DNA. mRNAOi ^ J&RNA^^-^tf) ^ *° 'J -y- >7 :^ U b\ ^ V ^i'-^" K 

> Jja^^ ^a^s^^ (Mx.i^. v:ffyv\ mm^M^M. 

[0 15 8] 



aJlE^ 2004-3066966 



#11 2 0 0 3 - 1 8 1 9 1 5 ^->^ : 45/ 

[0 15 9] 

x\^^:hz.ti)^^^mM-^fi. Lfz^^-ox. t(DXo^j:w,w>tfz. :^mmw<Dm 
-i^v y(Dfu^^ir^(oM-7i^^^-t^o :^mmmx\t. \m^i-] 

isitf r^mj '^^tMc/tfzti r^^'/N'iJ'Mj > r^'u^^f-Kj . 

[0 16 0] 



{±liE# 2004-3066966 



mm 2003-181915 



^-P: 46/ 



^^fi^Jiriii^^^ < ^) 5 0 T-^^S^-^, t L < lii^^^ < h ^> 7 0 %|S|— 
"e*^^?'^. iiO^tf^ U<ti^^^:< i:^>8 0%. 9 0%> 9 5%. 9 6 %> 9 7 

mmmKis\^>x. mn m^it. mm^m. r^/mse^ij^t') o mum t 

[0 16 1] 

Jtft{i> mn^^m y-Jl^X^^ F A S T A =l:fflV^T7*-7 ;V h >'^•^ ^ - ^ 
[0 16 2] 

l^-a-^'fl:) o ^i<D^mi^i>tttz. m^if. T^y^<^l^/i^i2m±<^T•:^^^^ 



miE# 2 004-3066966 



#11 2003-181915 



^-i^ : 47/ 



[0 16 3] 

tp:&\ ^fz\t%^Vir^Y^^ (O^'^ii^^M.n ^ ^ Ji- U =f ^ ^ V :t f - K $ y;: ti 

-P5' ^;^4^nT^-7'- Mg^«m$tLfcM^#:^-U =f^:^ 

■/ n e ;i/ 'i; ^ V ;V "egj^ § fLfz^M-^^ -')^%^ Vif'^Y. :t =f ^ V ^ 
Kcji (0 -i^ 9 i/ ;l/;ei*C - 5 T V- ;V '^7 ^ $ tL/cilS#^ i; a-p? V :^ 

y^^iM^y hv'^Cphenoxazine— modified cytosin 
e) 'Xm3:'^f\^fzmm^^^)^%^V^-f-r. DNA4'0V'K-;^;{)«2' -0- 
•/ n e ;V U if.- 7. -esm ^ ^fzn^^^^ U =f ^ tJ' 1^ :^ K J: V =f ^ :t 

mwm\t^fz. 'mm^^z.T^^i^fzWMtnm^z, ^<r>^^mz.^m.%fi^fz-^m.^ 

-C<^) n K>'0 3#S<^^S;&^?l'^m*:fe±l>V*fs:liT';^-^v-r 
©m$ttfcSe^J=lr{mi-^-i:tcj; t)5t^$tL#;2, (Batzer^. Nucl 
eic Acid Res. 19:5081 (1991) ;Ohtsuka^> 



ffifEi^ 2004-3066966 
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^-5/: 48/ 



J. Biol. Chem. 260:2605-2608 (1985) ;Ross 
ol inifj^Mol. Cel 1. Probes 8:91-98 (1994) 

[0 16 4] 
[0 16 51 

<Dwi.n^^^vmmthxm\f^X'^(Dmm m^i^\^ 

^yV) (r)WMr-^^-:^^^mt^^tKi:^XM.mi-^tT!)^X^:ho 
[0 16 6] 

^5giB#lc:i3v^T. [7^^y>V} tit. ^M<o^V^':f^V^tfzit^V 
^ly:^^h' (M^ib^n) KMLX. 1 - n- 1 tXcom^m^^^-t^^V 

aiiE# 2004-3066966 
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^--J : 49/ 



3> 4> 5> 6. 7, 8^ 9s 10. 15, 20. 25. 30. 40. 5 

:^°';^i5' 5. 6. 7. 8. 9. 10. 15, 20. 25. 30 

. 4 0. 5 0. 7 5. 1 0 Oi$J;:XJP^tii^X±(D^^ ly:^^VTb^m^fhfi. ^Cco 

^ii^mi,zmmLx\^^fj:\^>m^x-m^it^^^ mM.if. i i^a i>tfz. rm 

[0 16 7] 
[0 16 8] 



miE#2 004-3066966 
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^~v^ : 50/ 



^@5t'fbt7t7^;ViJ^-^fflv^T. 0. 7-1. OMONaCl^^T, 6 5 1: 
TvN^yij^^^f-^/gy^fxofct^. 0. l-2f§itJg<^SSC (sal in 
e-sodium citrate) '^Wl ( 1 l^jiJ^co S S Cv#IS(7)|§.^(i^ 1 
5 0mM > V -5^ A, 1 5 mM ^ 'Srfflv^ 6 

l*t^o ^N'fT'V i5^-r-lf-->3 Mo 1 e c u 1 a r Cloning 2 
nd ed. .Current Protocols in Molecula 
r Biology, Supplement 1-38. DNA Clonin 
g i:Core Techniques, A Practical Appr 
oach, Second Edition, Oxford Universit 
y Press (1995) ^<7)||J^#^cfEm$:^^TV^^:;^^^^cm CT^T^ CI i: 

r ^ y mia^J ^r^l-^^'V^^'^K'Srn-K-r^DNA 0:^*SB^j < 
^>6 0%m±<^)^|SItt'l:;ti-^:^^U^i^ $f$L<{i8 0 %£Jl±co>|=BIWI 

[0 16 91 

t<D^mWM^KSi^X&m't^o :^lC{i<4'fnaS-e^^i-SN a C K K2SO4 
35:ifi:V^o/i*><^<^l5:dHC, ^mtm^fOdUB-^^Wu-r^hVhSO^. ZnCl2 



mtEi^ 2004-3066966 



#JII 2003-181915 



^->^: 51/ 



^ iW.<OE^^m<D0-H-^^^\,Z^tflX\^>f£\/^ii(D, NaCK NH4 

CU CHsCOONa. Na2C03) . B-^m. (mOH;6^:^lC^o TV^^g, ^> 
. m^i^. NaHC03^ KHS04^ CaHP04) x m&<DOH^^ 
^(7)^KnoX\^^^ii(D. mki:£. MgC 1 (OH) . CuC 1 (OH) ) fj: 

m^mi-vv^j^. mt^mi-Yv^A. }d}v\fym±vvt7A^ he pes, 
:^'fb*;v'>'^A, -mt-f-Yv^A, mt^JV^A. m^t-^v^i^^A, mm^. 

"y^A, v>m^mi-h')'>A. mti-hv^A) fj: h:ii)mt L\^^o mm^^uir 

^mnm^<-^j:M^\al-^^^:h-^^hX^:ho t^feo-C. N a C 1 if =^#^T*fflV^ 

ym^mi-hv^A, M^ti-Yv^A) ^^m.'^m\^^^^ti!)mtL<. it?*? 

[0 17 0] 

:^mmmKis\,^xmm^fi:s,mm mM^ it. mm^wK^y^^xm^^^hti^m. 

[0 17 1] 

mx^:ho ^(Di^^^^^i^iJ^mir^^ti!)^X^^jE\,zmmLfz!^Mt LXi± 



ffiiE# 2004-3066966 



S^m 2003-181915 



: 52/ 



T5S:/N-7^-iJ^i:LT{i. -Mx-tf^ mW> :S^»> ^TKtt. ^7^c^4^ g^^Ott 
10 17 2] 

[0 17 31 

[0 17 41 
[0 17 5] 



mtE# 2004-3066966 
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^-y. 53/ 



-Cii. Mx.{fs DNA. RNA. PNA. sJ^'J^T'^K, 'fb^'fk^i^, Rl>'^(D 
i:LT{±. DNA> RNA, PNA> >fk^<fc^ij^> 

[0 17 6] 

Uv-trV^V^ Mx.{f. DNA. RNA^ PNA> sHV^^^K. 'fk^'fb^tf> 
[0 17 7] 

[0 17 81 
[0 17 9] 

ttl|E#2 004-3066966 
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^-v^ : 54/ 



^ o 

[0 18 0] 
[0 18 1] 
[0 18 2] 

[0 18 31 

[0 18 41 

[0 18 51 



mfiE#2 004-3066966 
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^-i^: 55/ 



[0 18 6] 
[0 18 7] 

V:^^KS<^, 3 OOm^t-^^^' V^r^KS*^. 4 0<^)m^-r^^ 

1/^'^F:RC7), 5 0©mi^1-^^:J^l/:^f-K«<7), ItmSB^JT'^ 19 ^'n 



l±ifflE#2 004-3066966 
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^-i^ : 56/ 



10 18 8] 

ffliffl»ici3v^T. mm] tit, m,'^mKtfzit^m^mh^^^im<Di^m 
i&<DmmM.&w.m^M.mir^Lii^\^^rfo'm^m^j:^mtLx\t. blast (a 

Itschul et al.,J.Mol. Biol. 215:403-41 
0 (1 9 9 0) ) ^ FAS TA (P e a r s 0 n & Lipman, Pro 
c. Natl. Acad. Sci., USA 8512444-2448 (1 
9 8 8))>Smith and W a t e r m a n?S (S m i t h and 
Waterman, J.Mol. Biol. 147:195-197 (1981 
) ) ^ io J: tfN eedleman and Wunsch'^(Needlema 
n and Wunsch, J.Mol. Biol. 48:443-453 (1 
9 7 0)) fj: i^i!)''mif^tL^i()^'tflhKWi^^il^j:\^^o m}^m^J:^mt LXit 

^ ^urv^ir v^^) , V C^^^Xf in s i t u^^N-f ^J^^Hf-va 
[0 18 9] 

^m^ii^-<^^^'T-it^m<D-u(ommi^mn^^j:mm.^'^ (Mx.^^, dna 

[0 19 0] 

o;&^^tf ibtt-So ^^ms^^J^i^ 0 * t < (i. < 9 <Dmmt^ 

3(^7SMf -S^^ V:t'f-KS<^, 1 4 0^|^-t;2)^^V:tf-K:^C7), 1 5 <^^M 
•f ^^rJ' V^"^ KS<^^ 1 6<^ii^1--5>^^' V:t'^K';S(^>, 1 7 (^^^1" ^ ^ 



ffiSE# 2004-3066966 
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^--J : 57/ 



0<^m^-r^p^i^ V^f-K«<^> 4 OCO^E^-T'S^iJ^ KSO. 5 0<^^^ 

m^it. ±7&(Dm^\KnLx. ^>^< t*>7o%*iisi'fe. ^^^tL<\t. ^^^^ 
< 8 0 ^ (b t < (i, 9 0 9 5 %mw\^£mm.nm 

X-$>J), ^lilT'i3Cl>S:oT^{> J: < 3>e^-^yn^'^A (^!lx.}f. LASER 
GENE, PrimerSelect, DNAStar) ^fflv^T^Tot: ^> J: 

O 

[0 19 1] 

t < (i^^m^aS^ttm-^'ft: (MHO V-f/^^-tCiiSm^tCOV^T'^^^-t^^) 
^•/^Kmatt^tiH^^y^matisiti^'mW) T'^J). :fe5!^iJ^n T 

mm'iy'i^'^^~tfzi,iiiLA^=fKX':^xmm^i^^uitL^M^-r^o ^-f^ v 

T5ym3&^'b^ji9. 'f^a6<Ji'{±/>^:< t'i) 6 7 8o, 9o, tfziilO 



miE#2 004-3066966 
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^-i^ : 58/ 



n^it. Mm^mx-m^(7)im^imLxm%izmm^fL:bo m^f<f. g e y s 

e nh (1984) Proc. Natl. Acad. Sci. USA 81 :3 
9 9 8 (m^<DmmKiSif^^mm^^}i}'-':f(D^W:^^^-t^fztbK^miZ 

^^^\^^^^-r^-^mj:i7^) ;^s#wm4, 7 0 8, sii-^-mmco 

nib (1986) Molecular I mm unology 23:709 ( 

^ o 

[0 19 2] 

VtoX. ^•:^^V^^isJ^\£h-ftLXj^mir^fzit>\,ZI,i^ /l?>Sr<fc^>3T 

y^m. ii^mtL<ii5T^ym. er^ym. ir^ym. sr^^m. 9T 

[0 19 3] 

2|s:5^*H# j3 v> T ^ ^ ^M^^ t V y f - K ic ri^Mfi<i KB^t ^ 



miE#2 004-3066966 
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^-'J : 59/ 



[0 19 4] 

r^irdr^^i^^, tj:hmz-tfihom>^. mUtF (ab* ) 2*5J;ti^Fab 

o 

[0 19 5] 

v^o <::Offl^{i, ^^^rnrv V^^^fjI/liF a b^T-. F (ab' 

) 2'77^^>h> Fv^^^^ptvh. i3j:U?^>^:<o^y :^D->^;vi?L'(*::$9'^<0 

[0 19 6] 

^y^n--^;vjjL#{i. ^m^S^-ejg^coat|l6^=&^tT (^Jx.(^. Ko h 1 e 
r:fej;{FMil stein. Nature (1975) 256:495) tfz\t 
■^O^m. imK.it. Buckf>(1982)In Vitro 18:377) 

t^x^^^-DTb-o^^^jiVy^m) ^^i9mt. 'tLxM^-mm.^mm-r&o 
fifz':fu-vttzit^:i^)\^i,zmm.mm^^^Mm-r^^tKxy), 

U 'tLxmMU<onm:Xi>Vy:^^.^^titj:^^o ^v^T% #^tL/iB^Ji& (1" 

^j:t>%t^x(Dmm\^tznmmm) ^^j^^—^mmtm^-^^x. ^^-trv k 



ffiiE#2 004-3066966 
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^-'J: 60/ 



[0 19 7] 

2p:H^JlH#tCi5V^-C mm] (a n t i g e n) m^^'f-K H-oXmm^ 

lC$g>^$^#^ffiE(^^g:Srv^^o 2^B^^#ici3V^T [^^m ( i mmu n o 

gen) tit. m^mm^^m^ * ^ c V * r?i$& l^-s t/tii =s: 

[0 19 8] 

T>YiAu-Ywm<ov^)v\z^\,>x%t>im. w^^i>-^j:^. ^t<D'^n^mn 

^ coefc^*^ ^B^lffl* \z^^^X $ ttfc^ yf - K ^fz\t^ (D^y'^ K ^ 3 - K 
1" S ^JSI" ^ D N A :fe V ^ T^f t> tl# ^ o 
[0 19 9] 

—mz^m'^mxmisbhfLX\^-^^ (Ky t e. Ji3J:r>*Doo 1 i t 
tie, R. F. J.Mol. Biol. 157 (l) :105-132, 19 

mW<OttWlc^o-<j^14*i^4:iijl9^TP>tL^o ^ttPjfi : Vn^^>V (+ 
4. 5) (+4. 2) ;n^v/> (+3. 8) ; 7j^^;i/T9->' (+ 

2. 8) ; v;^x-f ://v';^-^>^ (+2. 5) (+1. 9) ; 

(+1. 8) (-0. 4) (-0. 7) \ y ( 

-0. 8) ; ^1;"/^7T>' (-0. 9) ;^n->v (-1. 3) ;yni;> ( 
-1. 6) ; t:;^"^i^v (-3. 2) ; < (- 3 . 5) ',^)]/3r^y 



tbiE# 2004-3066966 
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: 61/ 



(-3. 5) ; T>^>'^"7^vm (-3. 5) ; T;^^^•9^> (- 3 . 5) ; U 
> (-3. 9) ; i5XXfT)V^:=.y (-4. 5) ) X^^^o 
[0 2 0 0] 

^:T^/memi^i3V^T, i^7KtttiW^±2mi*l-e^)^c:h;&^itfi L<. ilJ^i. 

T<Dm.:^n.^m^r^ym.nmzm^mxhfix\r>:h:T)v^^y (+3. 0) 

;v>^>(+3. 0) ; T;^^^•^^'>'m (+3. o±i) ; i^;w:5^ 5 >m (+3 
. o±i) (+0. 3) ; t;^>'n°7^v (+0. 2) ;^;v^5>' (+ 

0. 2) liJ^ijv:/ (0) (-0. 4) ;^ni;> (-0. 5±1 

) ;Ty^>' (-0. 5) ; (-0. 5) li^xy'^y (-i. o) 

(-1. 3) ;/N*u> (-1. 5) ;n>fv> (-1. 8) 
nvf^/> (-1. 8) ;^n^/v (-2. 3) ; 7j^^;vT7~> (-2. 5) 

;i3io^bV7°b-7T:/ (-3. 4) o r<y m-^m^(om7}^^^mi^ L>e>-o 

[0 2 0 11 

(T'n 7 T ;v:J3 J: x^m^im) 



tiiliE# 2004-3066966 
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: 62/ 



mi^i^^^W:'^m<Dmm±<'^^m^.(7)mm. (perturbation) tfz 

jkm^mm(DmmmKt>fz^m^. i)mmKisiir;hmu=^<DmMtfzitm^ 
-^'j t:^mm^\^is^^^x^'r^^t^^:^:ho ^(ox^^j:r-^^m±. ^vtr 

^-iJ'tcj: t9#I;lc^^$^#^o il^'&T'ni^^Ac^n- V^tiittzMm^m- 

Kis\^^xm^(DimxmM^fi^^^o 

[0 2 0 2] 

^m-t^ :itii)^x^^m^. (D^m:f3mis i: m^^^^^m^^^^ - 1 i}^x ^ 
^^mmm. v-^-^m^m^^fzmmmm.. mm-z^yx^y^m (spr) 



miiE#2 004-3066966 



#112 0 0 3 - 1 8 1 9 1 5 ^-i^ : 63/ 

[0 2 0 3] 

-f;i"Srv/^9o -e<oJ;d'5:^^7'n"7 7^;vfc tTli. ^^^t^<^j^^y 
n 7 T W^mfeco^BtT'n 7 r ^V'fe Wab^^&^-ettfb tt^v^o 

[0 2 0 4] 
[0 2 0 5] 

^0>gia#i3i3v^rTO. ^m^if<7) mm] tit. ( 

O^^T^af) lcp-t^m^$1-o ^<7)j:^;fc:yttgfc tTJi. Mx.i?. 6^^mm 

. ^^^mm. ^^m^izMt^mmj:^^^. mm.mm. i^m^w.^^ t^Tb^m^fhn 
{f. urn. mm m^if. m^mm. ■^Mmm^j:if) > ph. mmm m^i^. 
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: 64/ 



[0 2 0 6] 

2|s:§g^Bl#t'i3V^-C2b^^#tw^oT r?t:^J ( e n v i r o n m e n t > Um 

gebung) t\t^ ^<D^m^n-r^^(^^sm^^^no Mm^. s^oit^^ 
#iz^v^T ri^i— <7)st:^j tit. mmi't^xmm^Km~(7)mMx^^:Lt^ 

[0 2 0 7] 

^(Dx^fj:m.m^^mir^mmtLxi,t. mK.if. um. mm. ph. m.mm 
. mm. ^m. ^f:^. -^mmm. mi. ^fitt^ itm. ^^m. mm 
mm^. Mt). ^t}. Mmtrj:^^siiotim^j:^m<7)&m m^-i-i. 

[0 2 0 8] 

> m^if. -8 or^srif) . 150 — 27 0^00:^^12:^11^®**^ 

aiiE#2 004-3066966 
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[0 2 0 91 

m^t Lxii. niiit. ^mm^ i o o %, mMmmo%^j:t'o ~ i o o %o 

[0 2 10] 
[0 2 11] 
[0 2 12] 
[0 2 13] 
[0 2 141 

:^r:^^L-cf±. '^flx.if. m^. mm. nm^mm. -mitRm. -mimm. 

[0 2 15] 
[0 2 16] 

mih\^X\t. mk\t, 0-1 0 yy/cm^<7y^%.(Di^.i^}^ifimfhfL:hi)^ 
[0 2 17] 

[0 2 18] 
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: 66/ 



[0 2 19] 
[0 2 2 0] 
[0 2 2 1] 

5tmsi:LT(±. ■5rm5fe^> m#t (uv-a. uv-b. uv-c 

[0 2 2 2] 
[0 2 2 3] 
[0 2 2 4] 

[0 2 2 5] 
[0 2 2 6] 

M^ti^:h±mtim^j:^m<o^mtvxit. m^it. m^A. mmm. mm 

[0 2 2 7] 
[0 2 2 8] 
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[0 2 2 9] 
[0 2 3 0] 
[0 2 3 1] 

lilT^^o ci<^)J:^^^i6{i. (TOtJt^Oie^fk) '/n-fe>?.fciJ>v>^o tJ£or. 
[0 2 3 2] 

■9o m^-m=Fit. ^tLxmw^mti^Km^m^-t^mi-^^-ro rna>hu^^ 

— If D N A±07'n^- -|S^lCiEgi-;S TtJ^lC'i^^^J&^^^HT-S^. is 
[0 2 3 3] 
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: 68/ 



[0 2 3 4] 
[0 2 3 5] 

^^^■9 ^i^^Hi^t LT{±. -B^flx-l^, STATl^ STAT2> STAT3 
. GAS, NFAT.Myc, APU CREB, NF/cB> E 2 F> Rb> p 
53. RUNXl. RUNX2, RUNX3. Nkx-2. CF2-IK Sk 
n-1, SRY> HFH-2. Oct-1. Oct-3 Sox-5> HNF- 
3 b> PPARy ^t'7&sWe>^^:6«'e-tLt>tc|JS^$tL^v^o 
[0 2 3 6] 

[0 2 3 7] 

i7^^'5-OiSJg^Ii:^6<jil^l5i-^DNA±0^jt^v^v^ gl#RNA'i^'V ^7- 
^i)^l^^\.Xnm-^tk^^^mmxi)^o LtzTb^oX, 2|s:§g*ffl#lC:fev^-C** 
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[0 2 3 8] 

[0 2 3 9] 
[0 2 4 0] 

[0 2 4 1] 
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^-V : 70/ 



[0 2 4 21 

^mB^Kii\^^X TRNA i J fi. RNA interferenc e(r>m 
r^jc^IRNA (d s RNAi:'bv^d) <^ J: ^ ^RN A i =SrBI§j^it-H^ 
^mm^mX-r^^tK^y), >l=i|W|^mRNA;6-'#^e^tC:^^^ti., jtfE^Et; 

RNA i \±tfz. ^^KXoXii^ RNA i ^51 i^i-fH^t I^I^l^ffiv^ ^ tt 

[0 2 4 3] 

^^/WlCiSV^T fRNA i 'Sr^I^^i-rH^'J RNA i ^^l^fed-f- 

RNA i ^?|§^C-t-S^J fcfix •eo^fS^tcMi-SRNA i =Sr5I§^iL. 

R N A i ^ -r^ij^ m X. (f. ^ <Di&m^<o^Mnm 'fc t-) .o^'at^ $ tt;!, 

t^x^^Oo •?-<OJ:^^RNA i ^^I^^i-tH^t LT(i. :^6<Jstf5^ 

';>v^:n>h;5:^<i^Tt?/N'frVi5^-fX-t^SB^J«r'^tf. /J?* < i: '^> 1 0 ^ 1^ 
^ ^ KSO— ^f^iltB^^r-^tf R N A * t± -e OQfc^«-'^tf tL^ tS^^ ^ t:: 

<ii. 3' 2^iJ'V:t^K:^m±<^DNA (^?flx.tf^ 2~4^^W 

^ f - K;go D N A -e^b •) #^ o 

[0 2 4 4] 

ami^m#$n'5:v^^&^ RNA i ijm<^mt LX^K.hiti^^(D(D—^tL 
X. dsRNA(^J:^3&RNAi*BI§feC:-r^:*««frC^X5itL^i:> itm. 
m^^^ (^Jx.f^> 4 0*a^^JJl.±) RNA<^:#'^. V ^ y^W<=>^ 

-f-if-- (Dicer) fcllf{m;i)RNa sell im<7^^ ^ l^T-^-/)^AT 
^TX. ^(D^^iS' ^W>«b^2 0:^*M-fo^J){iiU @iIdsRNA ( 

s iRi<i A ti>m-i^^) ^fec;g.o ^mmm^^^^^^x rs irnaj tti. s 

hort interfering RNA(DV^^Xh^^ AX6<>l-^b^^^$ 
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^-v? : 71/ 



75\ 2b ^ lil^ 4 0 ^*m±<7) - 3js:$I R N A ;{)^'#:|^ T'^M $ :^^■C X-^tzlO m.^ 
Mm±0®il=::4^ilRNA=^v^v^ 5' -')ym. 3' -OHco#5t^^ 

t-r:feJ9^ 3* ^^it^2M^^mLX\^^^o !l<Ds i R N A iJ^ 
^'S^^^'^tT. RISC (RNA- induced-si lencing-c 
omp 1 e x) ^m)Sc,^ti:ho ^(^-^^mt. s i A t^Cm^l^^t 
Rl^A^mmi^xm^L. RNa s e I I I m<^^^ffittlw j: oT s i RNAO 
f^gp-CmRNA^^Kf-r^o s i RNA(^BB^Jt^fi<jfcLT^if"r^mRNA 
OSe^J<D53#lcov^-C(i. 1 0 0%— ici-^Cfc:*Wt Lv^o L;6^U s i RN 
A<Dfp^i)>h^\-i^tzii:W:lZ'D\^>X(7)m.^(Dm:^},z^\^^Xi±. ^-^KRNA i 

^wmmm^^j:<^j:^<DXi±rj:^^ u^mj^mmTbm^-r^ho m-:)^. s iRNA 

(D'¥^U<0^(D^miitmmi!)^^^ < . RNA l tc:J:;5,mRNAO-5CI©f®ti5&^® 
MKm^t^o ^<OX^tj:^M^mmLX, ^^*^)OmRNAlcov^T»i^ 

<^^^*'=f>*iiseL/cs iRNA^-^^L. mmm^mx-f ^ ^ txmmmizM 

m^^ismR-NAfzi-f^^-r^^tTb^X^^o 2is:|&B^t?{i. s i RN 

A^(Dii<D^R-^A i i:^\^m^-^m=^tVxm^^^^tit)^X^^l.^ s iRN 
A^^^i-a i^^H^ >ft^6fltc^4 om»iy.±<^d s RNA) 

<^j:9^Hi^t Lxm^^^^t-ib^X^^o 
[0 2 4 5] 

aii^cm«l$tt^Cli:=^^ML^v^:^l^ s iRNAti. ±fB^J^i:{±SiJ 
IC, s i RNA60T>'^^>';^iI:;e»«mRNAl-^'g-tTRNA|R^ttRNA>^*'; 
p^^—if (RdRP) (D':fy4-^-tLXi^mL. d s R N A70^^^$t^^ 
d s RNA^O^Stf^-r-^-- <^)*^i:^^. if^c^^ s i RNA^^CTf^ffl=^ii$I 
•t^Cli: ^>dkia:^tt^o t»£oT, :^^mXit. s i RNAg^j^^JSitl^s iRNA 

i^Od s RNA:S-i=-;{)^ 1, 0 0 0 n li°-m-h^^lffliai*lc7)mR N A^lrfSt?^^ 

s i RNA^#:feJ;t>'s i RN AtS^^C^ i 9 ^^S^^^^ 
>^ -C c: i: id^jlf $ tt-g, o 
10 2 4 6) 

£iiSEi^ 2004-3066966 
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^-'J : 72/ 



2|5:|&§gtC:fcv^-Cs i RNA fcOf {^:h.*. j^2 Om.&m^^ (Mx.{^. ^mm^it 
j^2 1-2 3:^^S) t/cfi-etL7fe^t<7)fi$(7)Z::2^iIRNA^fflv^^it^^^-e§ 

[0 2 4 71 

:^l&B^lc43V^Tfflv^t,tt^ s i RNAfi. RNA i ^51 §^^1"^ ^ 
[0 2 4 81 

SiJomiS?i^^t::;fev>T> :*:^H^<DRN A i 3' M^^K^ 

tbg|S^%t^@V^^Tey:^5t (s hRNA ; s h o r t hairpin R 
NA) T'^0#^o *§^^#lC:fev>T TshRNAj fcfi. — :$:^RNA"e^^ 

«^J:^'5:m^^'&^J^t»2 0^^m±(7)53-T-*v^9 o ^(DX^^J:s hRNAti, 
AHmi^it^^m^fi^o *^v>t±, ^ s iiRNAfi. ^>:^misi:X/ 

T V -^-Ir >;^0<^ D N Aia^J =^^Jfrifi] § ic^^ t /c^T e V^jtO D N A * T 7 
RNAsJ^'V ^--Htcj: 0>f >lf hnt^RNA^-^^f^Si tlcio-C^^f S 

. «rttc^A$tL/im> «l*|-e^2 0:^^ (fta6<Ji::{i^J^tf. 2 1J^*> 
22m*. 2 3mM (D^^K'$m^fi. s i RNA2:|l^llRNA i 

^ t&t/ (m%W}m^^iy) ^j:t^mm£^m\>z.^^^xmm^f^^^t 

■^mm^it^^^X^^o ^<DX^\Z, shRNAti. s i RNA^|W|#lCRN 
A i ^'B\^m^ir^ti!)^h. :^§tm<D-^^^^tLxm^^^Ctib^X^^o sh 
RNA{it/c> *yFtt<(i. 3' ^ai5^^*WL#^o 

im^$tL;&v^:«)^ L< liltJ 1 O^i^ KSJ^Jl±^ i t L < til^ 2 0 

^rJ^ V:t^K;Ri^J.±-T?abi9#^o 3' S^m^^ti^ $f*t<{iDNA-e 

L < (± 2 ~ 4 ^ iJ' V :t K;S<^ D N A-e* «9 #^ o 
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[0 2 4 9] 

[0 2 5 0] 

^^t^xn^o ^(D^m^K^\^^X. T7 RNA^'U ^ 7— lf:feJ:t;fT 7 "/ 

{±^ -a^x-lf. '}>m:^Ji^'yf7Amx^<DX^f£R-iiA^mmP^l^^Xir:&:iti(^ 
[0 2 5 1] 

2|s:|&gg(^RNA i i:^\^m^1rmi^t LX\itfz. mRNAt^^^fV i5^-f X 
L#^— h^\,^±-^tlh<D-t^X(DmU(DmMTi-u^(DX^ ^H^^>^ 

[0 2 5 2] 

[0 2 5 3] 
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[0 2 5 4] 

[0 2 5 5] 
[0 2 5 6] 
[0 2 5 7] 
[0 2 5 8] 

^ - t Jil&glJ V> ;i o 

[0 2 5 9] 

aiiiE# 2004-3066966 
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^--J : 75/ 



mt. mm. m^tfzi±^iif-(D:mm<omt (m^\:i. m.m^. mmm^) 

$jF^ L< fi^^^ < t ^> j; L< (±^^5^ < i: 'J) 3 OT'^) i9#^^^'e 
^^lb lc|J&5g$ tt^v^o ^l&^-Cti. i!'-^: < i: ^) 2 $f t U < {±^^>fc < i: 3o 
<^^i>^< h lo07'n7TW';w=£r#5ci-^c:fcicJ:oT. l5{3ri--<:-co^ia=S: 

- -Km-t :h'fu y T ^ (Dmi^J^^j:< ^) 8 o-^ab^ c i:;&s;^5fij-e2b i9# 
8®moii«?rM^i-sc:fe. mmmKii2 5 6@S(^)^'fb^m#lt^ 

iiiTi^-ei:. &^*«^-r;2,tv^:btL;i>3 o om.mnm(omm<Dm.m(7)WL^m^ 
^ ^ «) aiif ^^t i!}^mx ^ ^ o 

[0 2 6 0] 
[0 2 6 11 



ttiiE# 2004-3066966 
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^--J : 76/ 



[0 2 6 2] 

y) i:^(Dx^fj:mmtfzitm<D^m m^^f. mmu. mm. yt. ^m'^i:^<^j:. 

T'^aboT^) iv^o -e-c^i^ ^JJ^^t L-C}±. 

f-K. :5?i5^ V:tf-b\ mkif. cDNA, ADNA<^J: ^ 3^DNA. 
tfviiimRNA, RNA i ^ 3SrRNA^#tf) > ^i^V^y h\ :ti;=r^ 

^ ss^'fi:, mm., mm.. ^wtWi. m^u. m^u. xm. it^mw. m 

[0 2 6 3] 

•^x.#*^-t?$)tL{f^#:^<^^atcA^o t/::;6«o-C. n y bf-^ h V T;^'>- 



ffiiEi^2 004-3066966 
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^--J : 77/ 



ff> cDNA. ADNAO j;^>5jDNA^ mRN AO J: ^ RN A'Sr-^tf) 

t<{i^ (DNA^f^tiRNA) t /zli^ V/N°i^^*-^tPo SU 

O0t Lv^Hife^l^S-Cti. i^^5^^ti, (Mx.{ir. ADNAt/iJic D 

NA. ^;5)V^(±PCR'fcifm:oT^^$tL/cDNA) T'^^o 'fto^f t tv^^ 

10 2 6 4] 

o 

[0 2 6 5] 

t>fi:ho mmm'f-it. mm.mmtrzitmM^'^K^^^x, mmmm^fixmn 



aSfE#2 004-3066966 
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(i, jfli/h^fi5^Ji5SH^ (PDGF) . ^^mmm"^ (egf) > nm^mmm 
mm^ (FGF) . )3Tii^*fflHaiimH^=- (HGF) ^ sm^&mmmi' (veg 

[0 2 6 6] 
[0 2 6 7] 

-j^^\z^oxw^^^^^%.i)^'^-tfL^o ^^mm\^^^^x^ r^'f-y^(Dm 

llfiPffl<?5fNifiti> T^'^ypk^^M (Molecular Probes, T 

ex as Red-X p h a 1 1 o i d i n) ^ ific J; 7:5^ ^>=^"Bim^kb 

fz'^. mm\^. m^ym^'^mm.wmi^m^-r^^t\,zi.'^xr^^y(Dmm. 

-€-<^S5!^J±'(?irt?'?> J; -e^Ox.}?. lib. ^7 ^ if (OUifLl&i^m 



miE#2 004-3066966 
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^-'J: 79/ 



[0 2 6 8] 

3^0>^ii»n*3v>T rm^^Bi^j i>L<it mm.^m^=f-] (ce i i a 

d h e s i o n m o \ e c u I e) tfzit T^^H^J ^> L < (i T^^^J 
M^^M) Kmt^^lr (cell-cell adhesion molec 

u 1 e) t, mmtmm,^'^vvy^7.t<DmM mm-mnmrn) ^m^-t^ 

(cell — substrate adhesion molecule) 
[0 2 6 9] 

^mK^^twglLTfi^ :fe^^^ari; >;^-/N--7T 5 V-lcJl 

-r^#<0^^ (NCAM. LI. I CAM. yTi^^V>I I. I I I^^if) 

[0 2 7 0] 

^m^^\i-t-<xmm.mmmiz^i) , -moiy^y^- mmmm^mm 

^j:-t:itiiX^^o UoX. mm.mK^^^(Di:^t^:V^f^-i>tfz:^§tm(D 
mm}iiz^\^^xmm-t^^tib^X^:ho -?-<^J:^^^-b"/i^-fcLT{i. 

^ a4>T^')y. /3^>7^yvys CD 4 4, -y>r'^>^x-o^^r^^v:^y^£ 

m^<DmMs m^x$> Ox mK.\t^ mm^-^ yv^^t.- ^i^^omm - ^ f 



ffiiE# 2004-3066966 
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^-z^: 80/ 



[0 2 7 1] 

^;i.^T-«ia^^^^T-$)^75-if^>e>Mi. ^it^m^m (sds-pag>^ 

> m^^y-yym ^ (^#^'f*^^> ^5fe^#:>&> 

mi) PDR^^ ^y[^^i^3y^fj:t(DX^tj:Ty'ty[ \,zis\,^xmn. 

^tLXit. -f>xi>*';>. :7^' •/n^.^^-f-v, ^^->, ebn 

2. CD4. CD8. ICMl. ICAM2> VCAMl) . -feVi^^V. K 

^'fb^fi^JJfel: (SDS-PAGfe. ^ 

[0 2 7 2] 

TO^^^^fctTli. Mx.l^> r^K^VV. :fe?^^n:/i; >x-/^•-"7 r ^ 
^J-:0-iF (CD 2. LFA-3> ICAM-1. CD2> CD4. CD8^ I 
CMl. I CAM2. VCAMl ^if) ; ^ ^T^V > y T ^ -'^^ (LF A 
-l.Mac-1. gpllbllla> pl50, 95.VLA1.VLA2 

> VLA3, VLA4. VLA5. VLA6:&fc*) ] "tU^^yy r -'^'^ 
(L--tVi^f->, E-'kV^'5^>, P-'felx^^^^if) 

[0 2 7 3] 

ECM) i:i± mmv^m hi>m^i^t. mm^m^^^^rm.'^m\^^h^:hMm 
tmm<7)m.mTm^^hfL. ^^±^^^mt>'r^mm (s oma 1 1 

c cell) <Dm\i^^^i-^mm^\'^i o m^^'^w^T.it. m.m(D-^mz 
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<D X fj:&mm^^^t ^mu^^^-h ^^m-^fi^o mmm^t^om^mtz 

^n^-f (microfibril). mB. mmMM<Dy ^ Tu^^ ^ 

^^fi^o tJfeoT. :^^mKis\,>xm\^^hiv^m^^-^\'')^:^tLxit. 

[0 2 7 4] 

[0 2 7 51 
[0 2 7 6] 
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[0 2 7 71 

If - X t^^mi'f hfi^^^^Hxh K $ tL:fe v^o 
10 2 7 8] 

^t^^X-^^Um- (ma t e r i a 1) =&v^^o #:cO#^fc tT{±. 
[0 2 7 9] 

ttjt<^*t#7{iMs5ffl$ti4#S:;6«. Mx.lf> vU^^x -^^^-7^5^ 

Pt(Dmii^hW^WL'^fiX\^^Xis>ii\>o m^\t. iS=77.^ -a^ifyTs. T)V^i-. -9- 
> si^V;^'fkif-;v. ^•i;:^'fl:tfr:i;-7'>. 'i^Uf^^if-;v, ^'i; tf^;^T;^3- 
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[0 2 8 01 
[0 2 8 11 

[0 2 8 21 

^^mKis\,^X^m^fi^&i^6^=¥-K^^-r^m'&^mir:h7!)^tfzl,t^(DX^ ^ 
[0 2 8 31 

^fMU#^ttm<7)*i-fH-5&^i!effl^^#'&:;J'^ 'Bnjx-«\ v';:*^ v'^jnv 

, ■fe^^-;'^. fv7.^y^. > 5^^:feJ: 

^vrff-vy. 5^*'; jL^wxvy^i^- b> ^l&^^v j:-;^7-;^, -^^^^^^ 
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[0 2 8 4] 

iB]±) , mm^ni^^fziimmKi^^^fi:^^^mM(Dmm^(Dm±^j:t^^n^ 
vy^. MAS mmm'f: mmm. B:^i!^hx^-^m) > . m^^y^mmm 

) . (APS m^if. y-T5yyne;vv^>) ) . (M^ii. 

APS (y -T^ /•:/ntf;Vv9>') ) > MAS. j^Xtt"7'7^W> ^Oi^ 
[0 2 8 5] 
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[0 2 8 6] 

:*:TO#tci3v^-r rri^-rj tit. im± ioooJiL±) (ommm 

M^^t^m.^^ (m^i£^ DNA. ^y^-^i^M. h ^>;^*7a:^ hM-^J^) 

(7)i><7)t:^^^o TU^(7)^'^. /h^^SJ^ mx.i-£. 10X1 Omm±:&if') ± 
i::/N°^->''f[:$tLTv^;|> ^(Dti-y'^ ^'nrV'^ i:v^^7{)^ ^M*trfi, -^4^ 

ii-ettg /cliMt^H^^ tLTv^:&B'rM<^ h ^ 7 ji ^ bm-^!^ 
^ 1 02^, X ^t^tL<l,i^P^j:< 1 O^m. J;il>^^ hKt^t L < it^P^j: < 
> Iki-t L < it^m-H)^ 1 2 5X8 Omm^ X L< {±1 0X1 0mm±tC@a© 

^%t±^ iaiK'C*oT*>1tl&@|^-e^oT*><J:v^o 1 

li-j^j^-^y M:tt?(7)'ffim<7)^T-^i5#^o Mx.{?> j^i omm> iti 0 omm 

[0 2 8 7] 

^i^^^tx. 1 OSiaco^-pti^^t?, 1 04#(^^#:^t-e. 1 03i@o^ 
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1 OS^ic^^^^^rMx^S^fi^J^M-Sr-^trmW^iafi^it-CV^T^j iv^o CI 

mii. M'^. 0. 0 lmm~l Omm(D:^:^y Vm^^^m^^^^^itmmmn 
[0 2 8 8] 

T V ± ^^^=^(D '1^° > J T!)mw: ^m^^o :^mmm is t r 

[:^^yf-^>^] tit. ^:hmmM^^t^Mm<7):^^y Y^:k^mRttz 
[0 2 8 9] 

T K V >^ is it ^ #^E!^;&m<^) T K V is It ^ h ^giJ $ X. 

rr KV;^ J U> W^6*J 32:^^1: =^^L. fv^'-K^' bj ^i;ir'^6^^m^l:1^^■r 
[0 2 9 0] 
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[0 2 9 1] 

[0 2 9 2] 
[0 2 9 3] 

^T*^IJOTtl"C^^ (Ermolaeva Ofj (199 8) Nat. Gen 
et. 20: 19-2 3) o tfz^ "T- 9 ^-7.(D'y 9r v h h LTf±> f^flx. 
{f> A f f yme t r i x ^^^^ni frv^;?, G AT C (genetic anal 
ysis technology consortium) fciq^{^tt^^^5&^^ 

[0 2 9 4] 

MBSPXiCov^Tf±> '^Jx.t^. Campbell, S. A. (1996). T 
he Science andEngineering of Microel 
ectronic Fabrication, Oxford Universi 
ty Press;Zaut, P. V. (1996).Micromicroa 
rray Fabricationla Practical Guide t 
o Semiconductor Processing, Semicondu 
ctor Services; Madou, M. J. (1997).Funda 
mentals of Microfabrication, CRCl 5 P 
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ress;Rai-Choudhury, P. (1997). Handbook 
of Microl ithography, Micromachining, 
& Microfabrication: Microl ithography^ 

[0 2 9 5] 

^ yt^mum^. ^MAmwLm. ^^mwm. v^—^-^m-^m^^tzmMmm.. m 

®:/^X^>'*i?| (SPR) -f^-vv^. m^«-^^ ih^mttzit^it^m-r 

i}^^fihKm^^ii-^j:^>o ^(Di:')tj:^mmw:thxi±tfz. '^yt^^mw. ^ 

^^mtf. l^y^U-i/ayA^>-$^-. CCD. y p«~i5^-'^i:'^)^tf f> 
[0 2 9 6] 

[0 2 9 7] 

af^^Stf mRNA. i5^>-/N-i^®. >'^^°^5' K) . ftStM 
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<{i. ^(OX')tj:'^'-'^-i±. m^P^m^^^t^H)^. »^i-cO*>OT'2bo-C^> 
[0 2 9 81 

Y^mMik%m^x<>xmmt^^^\^^t. ^it^m:m.m^^^\m 
■^j^^'^mQ^KX':>xmm.^^'io '^%mm}m.^(Dmt. i o nmmji-cab 

\tmMm\^^^^hi)^X^h-if. Z^T^y^m (Mx.{?. Cy DyeTM-^i;- 
X<DCy3. Cy5^) . n-r^>6G^> N-T-fe h ^■J>-N2-T'fe^ 

;vT^ y 7;v:ti^>' (AAF) > AAiF {AAF(DB f7mm^i^) m^mm-r 

(i. Cy 5tU'-'$r^>'6GmMt(Dm.^^t>'^. Cy3by)V^V^ 

i^^Mxm:^^(ox^tsi-n^^'^mt^^tifix%:ho 

[0 2 9 9] 
[0 3 0 01 



miEf|# 2004-3066966 



#11 2003-181915 



^--J : 90/ 



. m^\-s:. ^^7.^^yY\'^^^>xmM\zum-tfz\mwf^m^i-<om^tfz\t 
[0 3 0 11 

^'mmm\z.^^^x \m.m ^^i-c^ mm\ h\t. :m:'^mzm.m^f\^. 

^fi^j:\^^o ^(DX^^imtLXit^ m^it. METHODS IN CELL 
BIOLOGY, VOL. 56, ed. 1 9 9 8, pp:i85- 
215>A High— Resolusion Multimode Digi 
tal Microscope System (Sluder & Wolf^ 
Salmon) tri5V>T. Mll^ife^gl&'fbL^ '^^^^Un-r^tiisb<DT'f')^ 

\Z^\r>xmM't:h^bi!}^X^&o Inoue a 

nd Spring, Video Miroscopy, 2d. Edit 

ion, 1 9 9 7 icI^iSt^fam^ tLTis «9 ^ :^mmmKii^^X^^XM.t LX 

[0 3 0 2] 

T)}y^ j>.<Dm^^i:xfm^^ttz. mm^mz^\^^xm^(7)im^m\^>x 
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[0 3 0 3] 

[0 3 0 4] 
[0 3 0 51 

^MM-eii^ mMii^h^m^iifz-fu y T 4 }Vtfzli^fLKm^-r^mWi^ 
VrJi^^^J^Xttzli'^mm^m^-t^o ttz, tm-^^fzm<D':fuy r ^ ?i^t 

tzJ,i^fi\,zm^ir^mmiimm(DmwmmzMi3^xm.7j^ir^ ^ti>x^:ho mm 

mmiom^tti^K^ mmw<7>m^^-^y^--$' ifi^^#> 

, ^io.a^#> mm<Dm^^. ph^) ^>t^vT;vi5'>f a-c^i-^cij: 

§ ^ o zajK t {± p H ibm^^m t^fifz t § i>mx.hfiX\^^X 
[0 3 0 6] 

T'- ^ mrmmxii^ <^|g:S«?^ff > 7 - V ^y:^^ -m^> F F 
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[0 3 0 71 
[0 3 0 8] 

DNA. '^7^;v;:^DNA. y ^ }Vy.RN A^j: t^i, ^ ^ }l^7.m'^^J: t'(DJ^^ t h 

^j:^mK^\'^:^mxmm(Dmm. tfziimm<Dmmwnm^xmmKW.^ji^t^ 
x^m^mxt fzi±m^^^^ :it^\^^^o M'^vyy^^y^^i^ayKX'ox 

[0 3 0 9] 

^(oxd-^j:mm^(D^xm^it. mm^mK^\'^xm^x^y) . :*-o, mm 

^fl^ii(DX^^ . m^ii. Ausubel F. A. ib^(1988)> Cu 
rrent Protocols in Molecular Biology 
.Wiley. New Y o r k . N Y ; S a mb r o o k Jfb(1 9 8 7) 
Molecular CloningiA Laboratory Manua 
1,2nd E d . i5 J; Z/^(Dm^M, Cold Spring Harbor 
Laboratory Press, Cold Spring Harbor 

, NY. Mmm^^ rmiR^mxsi^Mmmmm^] ^±tt. 1 9 9 y^jfic 

')^j:^mmmii^tm^fi^^yjmtfzim<om^'mm^m^m\^^xmu'r^^tib^ 

[0 3 10] 
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. mmm. mmmm. M^mm^ mmmi^i^xxfrnrnmi^^j^^^Dm^mmz:^ 

;v ^ n - ^ > ^^S'lii Sr-^tf o "tOX^ tj:mmmmmi:^ i tJ?"v;V^ y;v ^ n - c:. 

x.(J. Sambrook^. mm) llffim^tLTV^^o 
[0 3 11] 

:*:w^«tci3v^-c mm^^^-} tit. mi^^i^^i5^zr^<7)^m^mw-t 

10 3 12] 

WMmm^M-t^m.mk^^^-tLX\t. pcDNA3 (+) , pBlue 
s c r i p t - SK (+/-) . p GEM-Th pEF-BOS> pEGFP^ 
pHAT> pUC18> pFT-DEST™4 2 GATEWAY (I n v i t r 
o g e n) ^j:t^-^m^^tl^o 
10 3 13] 

Ws^m)kKM't:hmM:^^^ ^-tLXit. pcDNAI/Amp. pcDN 
A I. pCDMB (v^-rn^>-7f-ni/i JpTtm) . pAGElO? mm^3- 
229 (Invitrogen)^ pAGE103 [J. Biochem. , 1 
01, 1307 (1987)]^ pAMo> p AM oA [J. Biol. Che 
m. , 268, 22782-22787 (1993)]^ ^ :^^mB'^ ^ }^ ^ 
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(Murine Stem Cell Virus) (MSCY) i^^^'^^^fzl' 
h^^^ }V7.m^m^^ pEF-BOS, pEGFPtj:t'Tbm^^ti^o 

[0 3 14] 

W^mrn'M-t^MMx-^^d^-tLXii. pPCVICEn4HPT. pC 
GN 1 5 4 8> pCGN 1 5 4 9> pBI221. p B I 1 2 1 Jfc if>6^^tf tL 

[0 3 15] 

A. f^K^m ^ (M X. It. i; V 'i' A V ^° V - D E A E 

^ i;'i^7i:J^'>3 ^'iS. J^^o^OT'^;^ bfe [P r o c. Natl 
. Acad. Sci. USA, 84, 1929 (1978)]. WmV^^J^m 
[J.BacterioI., 153, 163 (1983)]>Proc.Na 
tl. Acad. Sci. USA, 75, 1929 (1978) ffi«CD:^?*5&«^ 

[0 3 16] 

^0^iH*t-i3v^T [imm^KM^^ivtz (^) J tit. mMoie^ijomm ( 

[0 3 17] 

^^^m-t^ fzibizm^^^ hti^hum^^^^o ^<DXd ^Mm=Fmx^ tLxit 

. mx.{i. :^^:t>'tt^^^. -^^t^mm. ^°')rs,>^um. 

y:r.^i^3y<Dmizmm^fi:hmm<oMi^mt Lxit. ®^^rv->?.7&^t>TiTm$ 

tLTV^;g,|^:d^#Jf t>tL, mx-it. Effectene Transfecti 
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on Reagent (cat. no. 301425, Qiagen, CA), 
TransFast TM Transfection Reagent (E24 
31, Promega,WI), Tf xTM- 20 Reagent (E 239 
1, Promega, WI), SuperFect Transfection 

Reagent (301305, Qiagen, CA), PolyFect 
Transfection Reagent (301105, Qiagen, C 
A), Lipofect AM INE 2000 Reagent (11668- 
019, Invitrogen corporation, CA), JetPE 
I (X4) cone. (101-30, Polyplus-transfect 
ion, France) ^XXfE xGen 500 (R 0511, Fermen 
t a s Inc., MD) ^S: WW ^btL^I) ttib tc|S^$^;^v>o 
[0 3 18] 

^mmmK^^^xmi^=?-^m (fztx.\i. mRNAH^. /i^v^y^Kf&m) 
<7) r^tbj tfziii rsij (i. m^it. mRi^ Aowi^iB xxz-^^^mwrn-^'^k 

mk^^f^ww^^^^o tfz. ^mijmtLxit, el i sA^^S/tt^R i 

■CV^;z>o y'n-r-f >'TV'^ lc:ov>T(i, N a t Genet. 2002 Dec 
;32 Suppi:526-32 tLTV>;g,o ^U=F§tm,<^»^t L 

xit. ±mKM^x. RT-pcR. RACE?*, sscps. ^mmm. t 

wo-hyb r i d'>;^T-A, -<> \£ Y umWi-^J: tib^^ifhfi^i!)^^fihi<zm^ 

m^^- -7-^.7;^ ' ^n^m m±n (2002) ^t*Kmm.^tixis 
^mmwK^^^x^tLh(oumtir-<xm^t vxmm^ti^o 
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[0 3 19] 

[0 3 2 0] 

(;^^ 

[0 3 2 1] 

^^M^l^ ( i mm unophenotyping)J i:'?)V>-9o ^ t^^^a n ^ 
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=S:fflv^^ \j^=.y^ (p a n n i n g) J . tihrnzvu-^^i b V 

m^\U %Wmf^^, 9 8 5, 6 6 0-^ ; :j3J:tFMo r r i s 0 n 
<b^Cell, 96:737-49 (1999) o 
[0 3 2 2] 

10 3 2 3] 

[0 3 2 4] 
[0 3 2 5] 

[0 3 2 6] 
[0 3 2 7] 
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[0 3 2 8] 

o -?-<^<td 'Sr^mt LTti. a. 'i? ^ J: ^i^^^> TV;^^- 

^ i^mjE. isiijflL^. iim^> 'Mm. mmm. m^m. mm. mmmimmB. 

[0 3 2 9] 

O 

[0 3 3 0] 

^~-r>'^/^M^ #5i^^7r:^^, if) ; &m^mB. 

nfeffi. a:i*^t4'; ^/^°M^ skm^m. mmMm. 7K?s^> m^giit. >s;t2fe 

itmm'B. mm.im^'B. :$fe^ftftiif^# bv^M. ^y^^h- 

If (Ac i d 1 i p a s e) X®^) . ^ n^H^V I M^S: if) ; 
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^■^^A^fj^t^) 'rM'im^mB. {^mmm {fzt^i,t. ^m^A.) . w --^-i^m 
MsKv-y. . M«^m> ra^m {tzt^it. jff^ 

JfPi^ (AM. BM> CM. DM. EM'S: if) . laj^JfFife. littJfFI^. 

lf>i>-'^. T;v=i-;vttiTi^w. mm^Bmm) . PK^m (mwi^. tnwiJ^ 

m^i4^m=&^) ('C>^^. m^t^ms 

m.^m^m. mm'^m^. yru-mm . mmmB. (Tttx-if. mmmt. n 
asm) . ^m^m itzt^if. mm.m) . (fci:x.{?. vy^mm 

[0 3 3 1] 
[0 3 3 21 

m.i}^A., lf:*^^. mi}^A.s mm^u^a., =F'Mmu-d^A>. -m^m^A.. m 

[0 3 3 3] 
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[0 3 3 4] 

■^^A.M'^^^T)Vm 2 m Ummmm ^^mm± ; Pharmacology 
; Lippincott Williams & Wilkins, Inc. 

tcpi5g$tL^:v> : 1) T;v^Mb^J (DNA, ^y^-^^n-^i^commm^^^^ 
ftitJgiPL^Ji: L-C-7;v:tn.i7^v;v (5-FU) ^if) ; 3) DNAh^-H-fv^ 

-If I. I i=Sr^^-rs) ) ; 4) vf^fflii (^/h^ji^^^mwu. ^ 

; 6) mi)^^m^mM (DHAt^^v. dna^^. rna# 

^^140>6^^^C^SJSo ^^^v^^^V, ij o.-ynvi; > (LH-RH) ^if) 
[0 3 3 51 

tfciaE#2 004-3066966 
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^\'M^± ;Pharmacology;Lippincott Wi 1 1 iam 
s & Wilkins, I n c . ^Cf^^$^^•rv>;2>o 
10 3 3 6] 

Page 79 - 89,6 - 7 (2002.02) tcffi^§ ttTV>;g,o ■^^mzSQX/^xn^^fy^^ 
[0 3 3 7) 

isan^^mu $iimk MMim. mm. -7^^-. m&m. mmm. mm^^ 

[0 3 3 81 
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[0 3 3 9] 

m (FDA) f£^) it}m^Ltzm^i,z%<^xi^^^fi. ^(DW^-^m^x^Mm 

"t^inzW-^mm^ti-^o \^^t>v9>:hmfXm^ (package in 

s e r t) x^i). mmmmi^xmi^^fi^-^^. -etttiis^^ttT. ^?u^(i\ 

[0 3 4 0] 

'&miz!B]^x. :^^m(Dmmxi.t. 2mm&.±(Dmmi}mm^fm^o 2mm 
ii}.±(DmM^mm-t^m^. mu(D^Mtfzitm^<7)mMi^mLxi>x<. m 
^ ^ft® t fz i,tm^<Dmm ^^m l-c*>j:v^o ^(DX')fj:2 mm&^±(Dmm 
■^t^i3m(Dfzib<DmMm^i^^)\^Km-t:hmmi>. ^^m(Dyfmzii^xx^ 

-^^^tt^x^:ho 
[0 3 4 1] 

ti>^mx;$>:ho m^=¥'mmt},i. ^m^nxtzid^ tfzimMnm^j:mm<7). ^ 

mi^^(D^-^Kj;i^nhfi:h'^m^^^')o :^mM<D :i<DmM^MKis\^^x . mm. 

[0 3 4 2] 

ffilE#2 004-3066966 
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[0 3 4 3] 

[0 3 4 41 
[0 3 4 51 

Mi^^f^m(0:fjm<0—1!^m^j:mMK'::>\'^X},i. Goldspielib, Cli 
nical Pharmacy 12:488-505 (1993) ;Wu*3J: 
tmu, B i o t h e r a p y 3:87-95 (1991) ;Tolstos 
hev, Ann. Rev. Pharmacol. Toxicol. 32:573 
-596 (1993) ;MuIligan, Science .2 60:926- 
9 3 2 (1 9 9 3) ; :5?t>mrMo r g a n:feit>'An d e r s o n, Ann. 
Rev. Biochem. 62:191-217 (1993) ;May, TIB 
TECH 1 1 (5) : 1 5 5-2 1 5 (1 9 9 3) imM<o::to Mi^^F^m 

i^is\,^xmm^fi^-'Wcmz<^m<om3^^Di^Aimii. Ausubei<b (s 

), Current Protocols in Molecular Bio 
logy, John Wiley & Sons, NY (1993) l^Xl^K 
riegler. Gene Transfer and Expression 

, A Laboratory Manual, Stockton Press, 

NY (1 9 9 0) tcfB^^^^o 
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[0 3 4 6] 

^ Mm^W(^immmnK$>^. ^uy)\,y{r^ ^^^^ mimx., :^mt^ 

[0 3 4 7] 

WBSnXlcov^Tti. -B^Ox-Jf. Campbell.S. A. (1996). T 
he Science and Engineering of Microe 
lectronic Fabrication, Oxford Univers 
ity Press;Zaut,P. V. (1996).Micromicro 
array Fabrication la Practical Guide 
to Semiconductor Processing, Semicond 
uctor Services ;Madou, M. J. (1997). Fund 
amentals of Microfabrication, CRCl 5 
Press ;Rai-Choudhury, P. (1997) . Handboo 
k of Microlithography, Micromachining 
, & Microfabrication:Microlithography 

[0 3 4 8] 

mt. Mm^mK^\^^xm^x^y)'mm^ix^i>(ox;hn. m^i^s. sambr 

ook J.et al. (1989). Molecular Cloning 
: A Laboratory Manual, Cold Spring Ha 
r b o r:j3j:t/-?-<^3 r d Ed. (2 0 0 1) ; A u s u b e 1 , F. M. ( 
1987). Current Protocols in Molecular 

miE#2 004-3066966 
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Biology, Greene Pub. Associates and W 
i ley-Interscience lAusubel, F. M. (1989) 
.Short Protocols in Molecular Biolog 
y: A Compendium of Methods from Curr 
ent Protocols in Molecular Biology, G 
reene Pub. Associates and Wiley— Inter 
science;lnnis,M. A. (1990). PGR Protoco 
Is: A Guide to Methods and Applicati 
ons, Academic Press;Ausubel,F. M. (1992 
). Short Protocols in Molecular Biolo 
gy: A Compendium of Methods from Cur 
rent Protocols in Molecular Biology, 
Greene Pub. Associates;Ausubel,F. M. (1 
995). Short Protocols in Molecular Bi 
ology*. A Compendium of Methods from 
Current Protocols in Molecular Biolo 
gy, Greene Pub. Associates; Innis, M. A. e 
t al. (1995). PGR Strategies, Academic 
Press;Ausubel,F. M. (1999). Short Proto 
cols in Molecular Biology: A Compend 

ium of Methods from Current Protocol 
s in Molecular Biology, Wiley, and ann 
ual updates ;Sninsky, J. J. et al. (1999) 
•PGR Applications: Protocols for Fun 
ctional Genomics, Academic PressN ^J#^®^ 

mmi'mx&^mm^mMm] m±n. 1 9 9 7-^j:tmtm^fix^y). 

[0 3 4 9] 
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V^T(±^ m^li. Gait, M. J. (1985).01igonucleot 
ide SynthesisiA Practical Approach, I 
RLPress;Gait,M. J. (199 0).OligonucIeot 
ide SynthesisiA Practical Approach, I 
RL PresslEckstein, F. (199l).01igonucl 
eotides and Analogues*. A Practical Ap 
proac, IRL Press*, Adams, R. L. et al. (199 
2). The Biochemistry of the Nucleic A 
cids, Chapman&Hall;Shabarova, Z. et al. 
(1994). Advanced Organic Chemistry of 
Nucleic Acids, Weinheim;Blackburn, G. 
M. et al. (1996). Nucleic Acids in Chem 
istry and Biology, Oxford University 
Press ;Hermanson, G. T. (1996) . Bioconjug 
ate Techniques, Academic Press^ if lc|a<fe$ 

[0 3 5 01 

3ni-^t, mim^ (1 9 9 9) ^j:if},z^\^^xmm^ft^m^nm^mm 

^ o 

10 3 5 1] 

i^<Dmmwmxii. ^<DXofmmmmit. mm^mx$>^n:&o mm^m 

[0 3 5 2] 

M-um6^^^x\t. nm^^T*-^ (xi, yi) ~ (xq, yn) <or-'$^m.^. 
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yi=axi+b + ei (i = l, 2. . . n) IC7 -f 5^ h ^-^^ C: J: oT^ 

T> ~mm^^M.m^-r ^im^atibiofi^o :i<DXofj:m^. M4^~mmmut 

10 3 5 31 

A2iXi + B = 2 Yi 
fcv^^ ^>(^)Srll5EL. B = 0^^5EL/.:J^'^<7)ll!lil£m*^i6^Ci:7&«-e§^o 
::<^fc§, (xi, Yi) ( i = 1 , 2, . . . n) (D^Hf^h^fl^fKD^-^m ( 
xave^^'^ave) x s xx*^ J: x . y <^*^tfc s xy^^*i>> ^ 

[0 3 5 4] 

y ~ y ave~ ^ ® xy^ ^ xx) ( ^ ave) ° 
[0 3 5 5] 

2eiVn=Syy (l-rxy2) <Dm%^^^^ ^ t7!)-ib. I rjy I tCi£V^{5 

xy ^ s xy ^ ( ^ xy ^ yy ^ ^ ^ o 
[0 3 5 61 

y = ao+ aixi+ a2X2+. . • + anXn 

^) mm^^tmif^^o mmm^^mxit. m-^^mm^mmi^x, je^::^^ 
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w t mm(7)wm ^n')^t ibmmx-^^h « 

10 3 5 71 

Otf^i t/?)^^^ -eoi^ ^>ftlST'§5&v>r-iJ'=^. ;^#l:<7)'ft^T'i;2>7^-:5' 
T'^h^-f-Y- (outl ier) LT:^iii LT^V^fz 19 . t^cii^fi" 

[0 3 5 8] 

o 

[0 3 5 9] 

^ ^ ^ -^mm^j: }^mm $ o 

[0 3 6 0] 

^-'fbT;vrfi;XAO«^{i. m^\t. Fukunaga^ 1990> Stat 
istical Pattern Recognition>2nd ed. , 
Academic Press^ San Diego;Anderberg^ 1 
973n Cluster Analysis for Application 
s^ Academic Press: New York;Everitt^l 
974x Cluster Analysis> London: Heinema 
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nn Educ. Books ;Hartigan^ 1975^ Cluster! 
ng Algorithms>New York: Wiley;Sneath 
is cttf S okaU 1973^ Numerical Taxonomy^ Pre 
e m a n o 
[0 3 6 11 

i^L^MUi' ^ ^ ti)^^' ^ (Stormo and Hartzell, 19 
89, Identifying protein binding site 
s from unaligned DNA fragments, Proc 
Natl Acad Sci 8611183-1187; Hertz an 
d Stormo, 1995, Identification of co 
nsensus patterns in unaligned DNA an 
d protein sequences: a large — deviati 
on statistical basis for penalizing 
gaps, Proc of 3rd Intl Conf on Bioin 
formatics and Genome Research, Lim a 
nd Cantor M, World Scientific Publish 
ing Co., Ltd. Singapore, pp. 201 — 216) 

o 

[0 3 6 21 
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^>10. L< ti50=g:jgx.> :a^>iyF* L < {ilOO«rj©x.S«t 7t(±^# 

^ o 

[0 3 6 3] 

U Km^ : 
[0 3 6 4] 



[0 3 6 5] 



[^1] 




m2} 



i 
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fi<It?ab^^'^^ I (x,y) = (Xi#Yi(7)^) / i i: LT^^$tL^;f:-gC^;*s 
[0 3 6 6] 



lcj;oT^il$*T,> I X I = (X • X) 1/2, I Y I = (Y • Y) 



[0 3 6 7] 
[0 3 6 81 



[^41 
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[0 3 6 9] 

[0 3 7 0] 
[0 3 7 1] 

mm.mi$^.^m (.mtKm^\^^j:^^='yy^-)^tLx<Dm(7)^m^mm^. 

[0 3 7 2] 
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[1^5] 



i/z 



L t 
[0 3 7 3] 

(clump) J ^^m-r^m^K\,mi^^mx^ho 

10 3 7 4] 

r^x<Dm(r>^i^mmtLxmM^^m'r^o ^<^:^^^>t/w. r 

^•t^tmt>fl^mmMmKm^^M'C^^ (S n e a t h:fej:tfS o k a U 
1973, Numerical taxonomy, San Francisc 

o : W. H. F r e ema n & C o . ) o 'ftlKT)^ 9X -^P'^SU. Mx.{^ 

(OmmmmK^nmx^^o m^^^^ ward, 1963, J. Am. S t a 
t Assn. 58: 236;Hartigan, 1975, Clust 
ering algorithms. New York: W i 1 e y =lr#M 

[0 3 7 5] 
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mx.it. T'n^^AS-Plus, MathSoft, Inc. , Cam 
bridge, MA:d^<b<^ fh c 1 u s t J (Dm^<7)^M'^^M<OC t) *fflv^ 

[0 3 7 61 

if) i)^^ti^:ho 
[0 3 7 7] 

^mmmiz^^^xmvr^mz r^itjc^^^j tit. 2<^(Dm^K-o\,^xm 
R^ix^ht^. mnfmm^.^^W'oxmf£^^t^\^^^o ^mn(Dmm'i^miz^ 

o 

[0 3 7 8] 

:^(Dmi^^M^mx.t-t^o ^^^x. (1^100-100 0) (^^'Sr^sitf^ 

#lfe'^#x.t::^LT : (1) M^mx.X\^^^j:^^%(7:>7'-^KMLxm\^^fz<Dt 
I^CT;V=rvXA (^:0:l^'^{± The l us tj ) =S:fflv^-Cl5g^fi<Ji^ 7;^i5'-'fb 

izmLx<Dm:^mz^n^^m(D^mf'^tmir^ ; 

[0 3 7 9] 
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[^6] 

10 3 8 0] 

tS^-0^-C(^a^V'p{ > >0|oi§:^^ b;K7)3pj^;iitfc LT^^$tL;So t>&^t. # 

y \ (r>^X(D^r^ii(n>^w^'^^<r>m^W^}^if--^^o ^^^^\^. 
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10 3 8 11 
[0 3 8 2] 

[0 3 8 3] 

ffl-f-^aicfc v^T. mmiMm.^ x mm.m.mm^^mt^ ^ t i)mmx^ y) # 

[0 3 8 4] 

f (t) =f (t+T) 

<7)x^tj:m^tLxit. mki^. iEwm.-i)^mMtLxmfhfL^o i^-e. 
MLxii't<Dmm±^t>tif£\i^o i<^j; d fi^w-^^mmtz^ (D^-f ^ )v^xmM 

f = l/T 

t-atr, 3 6 0° tfzit2 Tt'^^JTytLXmM-t^^tib^mx^^o 
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^-mzm (=2;rf) t^hi^LX, ^Jg'&l^^rP^^^o 
[0 3 8 5] 

fitLX:hhi^-t^ti)^X-^s C(Dmm(Dm.i^^WM (phase) b\^^Oom 
[0 3 8 6] 

J>>mm<Dfzi()<Dm^. r^D-^tt, rtTK^^ (1 9 9 9) . m0^m^(Dfzib<D^ 
[0 3 8 7] 

[0 3 8 8] 

loo^tf^6<jHi=-i::M^i-^«o:|^^=S:J^^6<Ilc^^i5'--t-C_L|B*lflJ!a(^> 

T'n-yr-YiV^^^Xfl ; *3J:z7b) ±f57°n -7 r ;i/=^l^^-t'S>X@ ; ^^-^ 
-r^o C^iT'ti^ mk.it. ^^i'-Lfz^m^^f^^^^^B.(7)'fuyT^)i'^ 
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i ^ 7{)«-e tLll Rl^ $ tL>& V>o 

[0 3 8 9] 
[0 3 9 0] 
[0 3 9 1] 

M±xi^xi^y)m^^o 

[0 3 9 2] 

-t^^^hii^h^ %m^^^^x\t-tKifz<m^'^f^x\i^i^ij^^fz^m^nm^^\^ 

m=^K^Mir^mW^^.^m^mz^:=.-$r^l,X±^m<D'fuyT-(}V^n^ 
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[0 3 9 3] 
[0 3 9 4] 

ffiM#tt<^X®li. m^'kn^^tK^^Xi>X<. r-^^-:^tLX^:^L 
fzii<Dim\'^Xi> X\f^o 
[0 3 9 5] 

[0 3 9 6] 

jtsifE?-^ if) t fz\±^or>mmt fzi,mm<D^ y > ^m\^^xmm<Dvm.'km^'t 
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[0 3 9 7] 

10 0%) <Dmm^m<Dw\&^'^mK-^j:^7^^hx^^o i:^^tL<it. 
•cxD^^^mm'^^mm-t^^tiz^K^x, a'ir9o%m± (MtL\^^-m^it9 

5%m-h. ^'^lcJ:oT{iiai3ri 0 0%) <^^tf^6<jH^'^|S|5t-r^'r i:;^)^nrt| 

mm-t^^tizx-ox. mn. t^x<Dmm^m^w\^-r^^ti!)mmt^j::hi!)^ 

mm.<D'j;m^n^t ^^t i}^x ^^^tit. $ tt-r :&^-o t o > 
^fi\t. nm^.:^t\,zmmL. ^ix^^T-utj:mmtLxmMt^m'^vfzm^(o 

[0 3 9 8] 

^< h%,iK><Dm}^^m=^^^'^Kmm'^jM-^^h\,z%-^'r^^ti)mt 

^^mx\t^ n-'nmizi5\,^xmm^izm^^tii'zr-^^mmt^ ^tTb^h. 
nhfi^r-'$^i!)m^tf£&mm<o:^.^x^iEmizK^t^^tK-^j::s>o ^<r> 
i -9 ^m^<07'-^\±^ mmMx\mm'?f^mx:h'ofz^(r>x^^o 

[0 3 9 9] 
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■i}^'Z^^^x^m^ i^x-it, -g-ouTPv^^ A^i, m^it. ■m.±x3 o^x^ox 

[0 4 0 0] 

[0 4 0 1] 
[0 4 0 21 
[0 4 0 3] 

^ h #»-Brig \z.m^ -^^^wm ^^tsmk%^ t ^ ^fm^n 
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[0 4 0 41 

#6^Jt>^ (^J^(f, DNA> RNA> ^V^^f-K. Hilt /^{i^ttf,^^'^^^ 
H^e) «r> 7>f 7'^;^^'•^:xoJ:9^T^^^>>f^fflt^®fc^:^>^::*IB)la^cil^■t- 
^ («^tL<{i> ^M^^irS) citicioT. ^<^^e<>tJ®;{)«^^J;<«tc^ 

) mmmn (i-^^t>. ^^tiKiiB^j^^tfONA) *ji«i-^x^;b) 
c) mmmmm^ m^mr^^ >i^mmn^mmmi'mm^^^j:m^ § h 

M<Dmmn^(7)mx(D^m^±^^^:Bfzib<Dm^mK33\^>xwjiKLfzmm7^^ 

t LTii. :^^m(om^>^5s.<omm.^(Dmxn^'k±M'^'t^fzi!b(Dm^miiz^ 
y^>xmm^fi^m'm-^mm^i(>^^mzm^Lx:^^m^mm-r^ ^ tt^x^^o 

fu^^f-y, tr>n^-.^f->, tfzl±^(D^m:i^X^y)%^o 

J: i)^?^ t< ^i^ y ^ yrn^^^>tfzit^<D^miif-iiL<},±^<Dy'7Vji y h 

[0 4 0 5] 

H^i: LTii. Mx.}^. ISRE. RARE. STAT 3. GAS. NFAT. 
MIC. API, SRE, GRE, CRE. NF/cB. ERE. TRE. E2F 
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li^ '^y Y t LTBD Biosciences Clonetech, CA, 

USA 7!)^h-^wi^^x^^^i^(D^mm'r^^t7!)^x-^^o isre^ 

> STAT 1/2 i:Mmt> RAREitU^y ^ ^mtrnMi-^o STAT3{± 

^^tmnKm'AL. GREitmf^mKm^t^o cREt*. cAMPtcgi^au 

TREwm%yi~^)\^'eyizmMir^o E2FmmmmKm^L. p 53(^01 

[0 4 0 6] 
[0 4 0 7] 
[0 4 0 8] 
[0 4 0 9] 

Jim; b) ±%mmiz^^-t^^w^mmm'f-m^(^M^^ti:h^j^^j:< t^i^(D 

^ }V^n:hJM; ^iit^c) J:sB^5^H^i:. ±iByn 7 T>f;vi: 'SrJfB gift tt^ 
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[0 4 10] 

[0 4 11] 
[0 4 12] 

[0 4 13] 

utL<ii. mmit. mm%w^ m^\i. rv-f. fu-v^ -^^^^u^^ 
. mm^m\,z^\^^x<k^(D^mt.fz\t:immm\z^^^xum.^ixh^^\,z&<3\^^ 

X^o^ti}^X^:ho 
[0 4 14] 

> iJ90tt<{±^ ^>^:< t ^> 1 0l@fflv>t>tt#^i6«'etLf>lcRa^$tt^VA„ 
[0 4 15] 
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[0 4 16] 

^ ^<Di:^^j:WMit^ T'n^-^'-^ :Ly/^y-^^^ -9-^l^V^^-> -ffec^^^y^ 

■t S ^ 36*t? § & :i6^ fb t? ^ ;2> o 
[0 4 17] 

#^<7)^ife?^|B-e{i. ^i^$iJ1^@£>njp{i. mmm-f^'e-^-, #^6*,-/n^ 
[0 4 18] 

) (i. ^!'-^< t ^> 2o^s&ffl$tt*o i^^^< i:^> 2o(^^!^^6<;H^S:m^-t^v!: 
fclcj:or> a^8 0%m± t Lv^%>g-l± 9 0 %J^Ji> :l^'^tc J: oTlilil? 
1 0 0%) mn^.(7)^^^^Mi^zt£:h-^^hx$)^o X t< }i^ 

5%m_t. Jt^g-tCioTtiiat^l 0 0%) (7)^!^^e<jHiF-^I^5^-r;?)Cli::&sq]-|| 

mm-r^^tizx^x, m^^. 'r^x(Dmm.^.^m^ir^^tTmmtfj::h^ 
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[0 4 19] 
[0 4 2 0] 

M.±x 1 ^x;^ Otf^o m^it. V T;i/i5^ ^ A<;o^t.5^Hi^(7)|wi^;6^iK^S^;^:^?aiJ 
^^if-eti. ^(DVT)V^^ Amt. Mx.{f. :S::^'ei#$/z{i^:^T'0. 1# 

[0 4 2 1] 

[0 4 2 2] 
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[0 4 2 3] 
[0 4 2 4] 
[0 4 2 5] 

i^lcRa^g^tL^v^o ^:(^)J:9^H^^i^ =efe5l^o:^^T*^i^ i:??)* 

T . W^mm, Iw^t ^ =^ H^l- ^ ^ o /Co 

[0 4 2 61 

[0 4 2 71 
[0 4 2 81 

ttSSE#2 004-3066966 
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[0 4 2 9] 

; c ) JifagE^n(7)^|-^S^(7)#^ t , JifB-Zn -7 7 t ^ffiM#tt 

^X^; d) Ji|B«**Isi$g(^^5fcHi=-lcBiSi-^X^ ; e) ±|fi^^§tL/c 

tCKt-^±IB^J3a<^7^n"7 7-r;v=Sr#^X^ ; f) ±fBX@ (b) -e^libtLy::"/ 
n7T-i';vc7)iti7j^f,, ±ffix^ (e) -e#ibtL/cyn7 7^;viwJ>J-JS1-^yn-7 
7-f;i'=^^^t- ^X^;i3j;t/g) ±|B7fe|wi^<7)^i.5^Hi=-ii. ±faxs (f) 

1-;?>x^ ; '^'S.'^-rSo 

[0 4 3 01 

t^o ^(r>to-fm'^mm\t. ^m^ici±^^-e*i), ffi^o^m=S:%«tbT 



l±SIE# 2004-30669 
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[0 4 3 1] 

ET-i'is^i-^x^ ; c) ±mm^^fifz^m^^m=?'i>zmmt^mm<Dvm^ 

mwmz^^.'Sr-LX. ±mm(7)-:fuy T ^ )V^n:^lM d) _LfSX^ (a 
) Kii\^^xm^-^fLfz. ±m'fxjyT-^)l^(D^i)^h. ±IBX® (c) tcj3v^-r# 
hfifz':fuyr^mzn)B-f^'fx2-7r^)V^mi^'t^Jim. ; :*3J:r>'e) ±ffi5lc 

[0 4 3 2] 

ii-C\ ^5^itfe^<^8§ff, yn7T-r;Vifc^. *aMftlt^^{±> 
[0 4 3 3] 

SlJO;^®tC:fev^r. 2^^H^ii. mU(0-mm^W¥^-t^fzib(Di/7.v-2^-^^^-f 
tL^i3'^^r< a:'?) loo^!^^fitjH^jcMmt-'&^¥^«r0^6<jtc«:e^^-L-C 

[0 4 3 4] 
[0 4 3 5] 

5 0 Oti, A^jSS 01fc> CPU502t. thl^jgps 0 3 ^^ 

tBiE#2 004-30669 
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pi^y 5 0 4 fc. z^;^ 5 0 5 ^*#£^o A^SiSS 0 1 i:> C P U 5 0 2 fc. tti 
tlU5 0 3t, 5 0 4 tit^ ^N'X 5 0 5tcj:oT:tBi:t'^^$tLTV>:&o 

XtJUS 0 1 i:tb:tl§|55 0 3 {iAm:tJ^a 5 0 6 l::^M$tfrv^So 
[0 4 3 6] 

3>kri-j5^ 5 0 0 izx<^xm.^^fi^mm.vmm^(Dmmomm^wi.mt^ 

o 

[0 4 3 7] 

MO. CD-ROM. CD-R, DY'D-ROM(DX o ^^'^^O^ ^ ^0$^ 

5 0 6 (^J;l«\ •rVX:?' K^-l"/. ^^yY"?-^ (^Jx.{f, -f>i5^-^^7h) 
) t^LTn:/^^-^?^ 5 0 0<7)^^i; 5 0 4 ten- F$^^>^,o CPU 5 0 2y&5 

mmAmm^-f^ r^^A ^m^-t^ ^tKXox. n > e^. - 5 o o i±> 

[0 4 3 8] 
[0 4 3 9] 

CPU5 0 2fi. X-X}Ub 0 IXXti'^n-fzm^^'^tkz^ ^uyr^Ovr- 

i^^x. xfmm,<^mm.f}-^ hm^T*- ^ ^ 5 0 4 Km-'mr- ^ 

•t^o ^o^. cpu 5 0 2ti. ^Lfih(DmWi^^^') 5 0 4 K^mvn^o ^ 

(O^. ffi:tiS&5 03 {±, CPU502 Tbm^Lfzmm<^^'m^m7^r-^ t LX 
[0 4 4 0] 

aSiE# 2004-3066966 
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[0 4 4 1] 
[0 4 4 2] 

ay\£a.-^f 5 0 0(i> XtlU5 Olfc, CPU502i:. mt}U5 0 3 

5 0 4 2:. /ty^ 5 0 5 fc=lrlix.^o A::^J^5 0 1 CPU 5 0 2 fc. ffi 
:tl^5 0 3 i:> ^^V 5 0 4fcf±. /n';^ 5 0 5 tci o"ClSaiC^^$tt-CV^:2,o 

x:^jgis5 0 1 tmtiU5 0 3 ti±xmtimw5 o e tc^ii$tL-cv>^o 

[0 4 4 3] 

nyejL-^ 5 0 OlCJ:oT||^T$tLSfflH^^^fIJ^<^^3lomH&'Sr^5gi-'5. 

O 

[0 4 4 4] 

M0^ CD-ROM. CD-R> D V D - R 0M<7) J: ^ ;fc'^^<7) ^ ^ y<7)fe 

5 0 6 •7''r;^i5' K^W"r. (.M^i^. -i^-i^-^yY) 

) ^ifhUTnyea--^ 5 0 0<7)p<^V 5 0 4 ten- K$tt;g.o C P U 5 0 2 /{i^ 

[0 4 4 5] 
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A*S5 0l*^tT^ mmzm-r^mwL^j:t*^xti-t^o ttz. Mi^^tii^: 

[0 4 4 6] 

C P U 5 0 2 ti. 5 0 1 X^XtJ $ fitzmmi i>tK. ^uyT^i\^r- 

^^L, 5 0 4tl*!j^^*T*-^^;^^-t^o ^<^m^ CPU5 0 2(±. 

i^^<^1f#=Sr^-=eV 5 0 4 \Z%m\^%^o -eom^ mtiU^ 0 3l±. CPU 5 

0 2 7ei^M^L/i^jia<Dm^^fij^i§:i:f'--:j^fcL'cm:iJi-^o &xti^f\^fzr-i^ 

[0 4 4 7] 
[0 4 4 81 

a) ±%mm.^mk<D^^(D^^m=¥-\zmm'f^^^\ b) Jifa*ffljiaiw#;tei-;g> 

T^;v^#^^^; c) ±Mm.^(r>^^Wi'^'(D^A Jiiayn -7 r ^ 
^^^M#lt^#^; d) -LfB;fm^*l^^(^^i.5fc@i^lc8imf e) _h 

<D^^m=?'Km-t:h±Mmm<D^'^y T ^ )v^^^^wl \ f) ±ib^^ (b) 
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^--J: 133/ 



^ (f) Kid\,>X^^-^in.fzz^u y 7 ^ )i^KM}Bir ^±.mm^^<D^mm'lrX-$):h 
[0 4 4 9] 

m^<D^^m^^m^1r^fztb<Dzy7.r-J^^^^'t^o c:<^j:^ ^v;^r-A(±, 

(a) lci5V^TJi^$tt/c. Ji|B-/o-7T-f ;i'<7)43;^>f,, ±|b#^ (c) 

ma 2 K^^fi^ho 
10 4 5 01 

. :^§^mi^)^^mt Lx^^^fi^(Dtmu(Dmmt^tfzimt L^^mmMm^m 
mLxmm-r^^b-mmx^n. ^(Dj;:^-^is-tL\^mimm<omjsnt. mm 

mm<Dmm'^^mLxmM}i^^fd^ti)^x^:ho iyT^v-AmMmt. iii3 2ic^ 

[0 4 5 11 
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^--J : 134/ 



[0 4 5 2] 
[0 4 5 31 

i:^>a) JifMS^^*H^=-i'«-t>g>¥M ; b) ±ffimii#^t- ^■/^^- 
i5^-i^:;^>-f>S^§tt;|)/i?5^ < i:^) 10(^)-/n^-^-lcp^1-^^¥^E^^«^ 
6<lic<t~5'- LT. ^LWMm.(r>fuyT^)V^^:h^m',^i^Xfc) ±IB^5|^H 

[0 4 5 4] 

^ 9 A ^fB# L n y tf - ^ ^^i^jlX «9 "BTtg ^IB0^#:^|^^1- ;i> o ^ OfSS^^ 
#IC(±, i>^<a:'ba) ±™ia=&^^<^I!6^0^5^H^^lclS®1-'2>^JlS ; b) 
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: 135/ 



±IB^JIi (b) t?#tjtl/S7'0 7T'^;VOtf:d^^. JtlB^JIlM (e) T-#fbtt/i7' 
n 7 T ;v i^MJSI- ;2>-/n7T-r;v'^ ^^1" ^ ; J: ZJ^^ g ) ±|B*|SI^<D j^i. 
^Si^fi. Jiia^jil (f) K^^^X^^-^fifz':ruy T ^ }V},zM£^'r^±t^m.^ 

[0 4 5 5] 

b) ±m&m^^m^(D^^m^Kmm-r^^m; c) ±mmsi^fifz':ru^-- 
^-Kmm-r^mw^vm.^mmmK^^'^- lt. ±fBm(7)7'n 7 r ^ 

d) ±|S^M (a) lC;j3V>-C^«$tt/s:, Ji|B7'n 7 7 ;V0'4':a><b^ 
±|B^Jii (c) ^r:fev^T#tJ^^fv:7'^7 7'<;^^cMlS1-^y^7 7^;^^^^1- 

^ ; :fe i ti^ e ) ±m^m^<on^m=Fit. Jtia^^$ ^xfc T'n 7 7 ;v 
^y^i)^um^fix\^^:ho 

[0 4 5 61 
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[0 4 5 7] 
[0 4 5 8] 

[0 4 5 9] 

H^f^-frSo -r(^)J:9'5;¥JilI=&^^f $^^/ii6<39^#{±. ^^^9-H^lC:fev^T^^ 
[0 4 6 0] 
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JW^r^f^S^jlR ; f) ±fB¥Jll (b) •r'#^tLf.:7'n 7 r -f 
±fB^JiH (e) T#(btLfz7'n7T>r;viiMS-t*7'n'7T-f ;v=Sr?fe^"t^ 

[0 4 6 1] 

T. ±mmm<D-:ruyT4 )l^^%^^m; a) ±lB^JIi (a) lC:fev^Tii^^tL 
fz. ±M'f^yT4)\^(D^:^^h. ±IB#jlII (c) is -c# lb tt/cT'n -7 T-f;v 
KMB-t^ y n 7 T ;v =S:^^-t-^^jilI ; is J: t/ e ) ±fBmi^^(^^5|e@^ti. 
±fB^^$^^/::y^ 7 r ;vtcMSt-^±fBI!E^<^^5^H^-^ab^ i: ^^^-T 

[0 4 6 2] 

^i&^56«:5r^t Lx^m^fi:h<Dtmm<Dmm^j:tfzimt Ly^^mmm^ 
^mmm<DmM^^^i^xm-Mjiiz^') ^t-d^x^^o ^cDi^^&yn^^AcoiB 

^ O 
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[0 4 6 3] 

m^K^^'$'-Lx±mmm.(D'y^ 7 r ^ ; b) ±fam<^)m^<7) 

^T-A^^^Jfi, HIS 2\,z^^fi^o 
[0 4 6 4] 

^m-f^ v;^rA<7)^J^Ill 1 7 =^#Bst-c^t-o mi 7{i> ^mM(Dmm-:^'^t: 
[0 4 6 5] 

nvea.-^ 5 0 0{i> A:bSI55 0 1 CPU 5 0 2 mtiU5 0 3 

5 0 4 5 0 5 ^'l:#£;&o Xt}U5 0 I CPU502 a:, ffi 

^JS|5 5 0 3 t. pJ^U 5 0 4 5 0 5 J: oT^Slc^^^tLTV^J&o 

xtj^5 0 1 fctb*ifP5 0 3 titxmt)mm.5o eK^m^n-xy^^^o 
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[0 4 6 6] 
[0 4 6 7] 

> ^-=6^; 5 0 2 tc:^tll^§tLTV^;g>o ^^V>{i, :i=g||#lt7'ni5''9 Ai3 j;tFS^7' 
MO. CD-ROM. CD-R. D VD-R OMO J; 9 ^?ttitO^ yofB 

yn^^^^tt. £ttX:^J^fi5 0 6 (^Jxif. T^-f ^^iJ' ( 
^y^ — ^-jY) ) ^^LT3:^Vf:i — ^ 5 0 0<^;<^'; 5 0 4l*n- 
F$tL;s,o CPU 5 0 2)6«iig|#tt:/n^^7A:fe ithV^fctiM^i/ni^^A^ 
^^f1-^ c: t J: o T. 3 > :x - 5 0 0 {i> ^mn(r>mmi-in-:}3mii J; O^V 

10 4 6 8] 

Xtin^O l^^LT. -fuyr^ )\y<D^m(0^^^ (^Jx.{f. \im-^j:if) 
[0 4 6 9] 

C P U 5 0 2 {i. Xl3n> 5 0 1 -XXt) ^ fifzmm^ ^h\z^ y n :7 T p 

'(f'^i,W:\zi^^\:.x=f'm-^fz\tmm^^t ^^m^n. 5 o 4 K-mmy^-'^^ 

^^•t-So -e<7>^. CPU5 0 2{i. CLttfjOlt^^pi^ 1; 5 0 4 tC^&j^L#;S) 

o -e^^m. mtj^5 0 3(t. CPUS 0 2iim^i.fzmm.(^'^MKm-r^mm. 
wm^<o-}^.^ nmtfz\t^M.\z.m'r^mm. ^ iiXf'i^>m^zjB\^x^v3'tfz\m 
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[0 4 7 0] 

ywKm-rvv^j^^ Rm^^^hV'i'A. \£}\y}£>mf-v')^-^s he pes 
^^j:iEKmmLtzmntnizmnLfzm^t<Dm.^^t>^tLxit. mij?. d 

NA. RNA. PNA. ^'V^-^^V. <k^<b^£^. RX>^-tmS.^i$-yb-hfj: 
[0 4 7 1] 
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[0 4 7 21 
[0 4 7 3] 

[0 4 7 4] 

. 0* L< ^latwh^ v;^7ji^ h§tt;i>o L< ti^ b 7>;^7aL:J^i/ 
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. MoM.mx<7)-r-^mm&c^^^n^^ti>ujmK^£^fzo */i> ico^^ic 

J:d^m^&^t:$ttfv:m^J±^ il^onyeo.-^ Wl ndows 

^^^) > M a c ^ UNIX i^mmm) . L I N U af(7>5i#^lCA^ O S 

^r--$^ii. ^^^fitzmm'^^y7^)vr-^. ^m<om^^mLfz%m'^n- 

[0 4 7 51 

-o-/n"7T-f;v. #5S^3^j (Mx-tf^ m^mn. mm. ^mm. ^ 
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: 143/ 



[0 4 7 6] 

(^Jx.if. m^j^^ ^m'fc^<^^^;v^-) ^i^^tf ^btt^ 

10 4 7 7] 

loo^ife5l^ai:::fev^T. :45:^§gtCj3V^T^ffl$tL>?,^5|5Hi^l±. RNA i * 

o RNA i iimm^m^i5^^xm^<D:fj'mzi^^xi'^m-r^^tiS)^x^^o 

[0 4 7 8] 
[0 4 7 9] 

i- M^mmm ^PSi- i)^mx^^ o t /c7&«o X. i CO i ^ 'fe:^'^. 

[0 4 8 0] 

^"e^!9. 2|s:||^(^:^^ii, it<gT<^iif!lf&m> ®/h^m^)L<ti/y 
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[0 4 8 1] 
[0 4 8 2] 

I'^ft-r ^ ^^'^m <Dm's.Yf-m o y n 7 r ^ ;v ^-^❖^ ^ -e. ii y - 

i:f^ffl=SriBJiai^tc::j5V>T^tBi-;g)o #^i-g|LT{i. Protein-Protein Interact 
ions, A MOLECULAR CLONING MANUAL, Edited by Erica Golemis, Cold Spring H 
abor Laboratory Press, Cold Spring Harbor, New YorklCfS^$ tL-CV>;2> (CI 
(^■Xmt, FRET^)|Bmi-^) o FRET{i> 6^^. :S^I*IO*t!iJ.^;v^-# 
Wi^'^m^^<^'^itt \^Xm^-t^h\j^^W^X-h 19 > Protein-Protein Intera 
ctions> "stiffly Miyawaki A. Visualization of the spatial and temporal d 
ynamics of intracellular signaling. Dev Cell. 2003 Mar:4 (3) : 295-305. Rev 
iewlcm^$:h.TV>^o BRET(±. ^W^-SMmT y "i/TsV- AX^^ ^ B 
oute N, The use of resonance energy transfer in high-throughput screeni 
ng: BRET versus FRET. Trends Pharmacol Sci. 2002 Aug; 23 (8) : 351-4. Review 
\Z^^^flX\^ho 
[0 4 8 3] 

\zrvy(m^wM.-^^x^^h:z.iii}mt\^^^o ^(om^. $ftL<t±. -^^m^^ 

^^^xn^bi'j:hWk(DmU\t. #^:d^ft:^l 0 cm. i ^tf t b < li, 1 
cm. $f>lC0$L<{±. «:*Clmm'J)o^i^>$ft U<ti. :^:^0. 1mm (D^ 
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[0 4 8 4] 

v^t±. ^/Wf t76^gfiti<^)^-^{i> i£:^-rb^>iJT;Vi5'-f Atttiiti^^-eti^v^o 
[0 4 8 5] 

[0 4 8 61 
[0 4 8 7] 

< i: ^> 2 m^O^t/^fi^H^^-a-*^. J: «9 0t L < (i. ^J^-^^ < i: 'J) 3 m<D^m 

^mm^^^^, $ «b t L < {i> ii'-^ < i: 8 mo^m^mm^^^^%^ 

[0 4 8 8] 
[0 4 8 9] 
[0 4 9 0] 

mfE#2 004-3066966 
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: 146/ 



[0 4 9 1] 

J5$f^L<(±. :i(DVyy7yj:.^yimm±x^t>fi:h^ti!)^mmx^:ho r 

[0 4 9 2] 
[0 4 9 3] 

y7'i)^^r--s^^^my^^^^-r^o ::<D-yjmit, a) ^^<Dmmt:m-mm. 

[0 4 9 4] 

xmzm^Ltzt^^i,zmM-t^^ti)^x^^^ r-i^^^^-r&jMi>tfz. 
:$immmiiz^^^xmKw^\^fztisn\zm^'r^^ti!)^x^:ho r-d^^^^-r 
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^(TfX^^n^-^mtLxit, ^^m. m^m. m%m. 

[0 4 9 5] 

S o 

[0 4 9 6] 
[0 4 9 7] 

^mmmkzis^^^xm^zwi^Ltzt^^ Kmmt^ i::;j>^-e§ mm.<7)vm.^m 
§^0 mm^mmmyi^fixi>x\^>o 

[0 4 9 8] 

^7^fzi^Ki±. t^tL<it. :^mmzii\^^xn0.t'r^mmt. ^E^/6m^<^iH 
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[0 4 9 9] 

[0 5 0 0] 

[0 5 0 11 
[0 5 0 21 
[0 5 0 31 

izis\^^XM^ t^ii:hmmit. nmmx^ ox^ o t ^> J; v> 
[0 5 0 41 

[0 5 0 51 

0$ Lv^^is?^iBici3v^T. ^i&5goipj5e:^^-eii. ^m^mm'f-imm^ 
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[0 5 0 6] 

o 

10 5 0 7] 
[0 5 0 8] 

m-m.m^^':^^tTb^x^:h^m^±x. n^m^^^mmi-^iim.; b) mmm 

9^m.-^m^^^is^^^-k^3i.^t>^X^m'fh^tif^X%ho wm^^^^""^ 
[0 5 0 9] 



iiiliE#2 004-3066966 
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[0 5 10] 
[0 5 11] 

X^UtL<it. i=BP#ttti. {}^-^j:<ti> 2^(D'/uy Ji'^mmt^h^lt 
[0 5 12] 

[0 5 13] 
[0 5 14] 
[0 5 15] 

tiiiE# 2004-30669 



#1P 2003-181915 



[0 5 161 
[0 5 17] 

;K^#>5rt=srfflp#it;5>x® ; d) mmm^mm^(Di^^m=^immir ^nm. I 

^#^x^; f) (b) •e#<btL/c"/n7T-f ^x@ (e) 
^n^<D^^m^it. mJM (f) ^'^^^^x^^^fitzfuyr^JVKMJicl^i-^ 



mijE# 2004-30669 
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^~-J : 152/ 



[0 5 18] 

m-r^nm; b) ^«=^7feiwi^(^)^*iai^i^ism-r^xfi; c) itim±t/i 

■/n"7T-f ;V=Sr#:6X@ ; d) (a) ICiSV^Tji'^^^fc. ^yn-7T-f 

}\,<7)f^i(f^io. WiJM (c) ir:fev>T#^tty;:'/n*7T^;H::^Jc:>1-^7'n-7T'f 

10 5 19] 
10 5 2 0] 

x.{f. -?-<^J:^'5:|B^i^#i:U-C{i. CD-ROM. 7 V^->'r;V-7'-<;^iJ'. C 

D-R> CD-RW> M0> DVD-ROM. DVD-R. p« •=& 
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^->^ : 153/ 



[0 5 2 1] 

^-^^himm-^^^o m^&^k$*^SC:^lwJ;oT. -5e<^?5tE3l)gl^tcm^S d 
10 5 2 2] 

[0 5 2 3] 

i:Lrii. mk.i,t. wm. (Mx-iJ. mmm^m^ji 
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: 154/ 



Il!3 2 iz^^fi^o 
[0 5 2 4] 

[0 5 2 51 
[0 5 2 6] 

(SPR) ^^-i^y^. m^m-W. i\:^mtfz\t^^t^m'^-:^ -(D^^^-fM^ 

'-^-\,z:;.^xmmmM^:^^^yf^7.^^'r-^mM1rho 
[0 5 2 7] 

~nm^^<=>^ti!)^X^:h^Wi^; b) ^^J3a±t:^{ii^^J!arto^«^^a<jS^ 

miEi^2 004-3066966 
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^--J : 155/ 



xe-:^)fcif7&5Wb^t;|>;&5'^tLfb^cP^^$^^^v^o i^:^-rA#^^l±, 1113 2 
[0 5 2 8] 

2|s:^BJ(^J|^vXxA}i, mm<^«=^$'bic^<^. ^mm<^Mtimria5:# 

^5l^tfK OlfflB^l^lS A^i^iiS^ $tL;|.:;«>>ib-t?ab^o 
[0 5 2 9] 

[0 5 3 0] 
[0 5 3 1] 
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10 5 3 2] 

^'^■^^hii^x^^^w^', b) ^Ji^a^^^s-t-^^a ; c) 
mmn(rymimi^w^t.fz\%^(o^'^m-^mnm\-^^='9 -■t'^^^ \ a) ^ 

fz. ^(n>i{m\-i\^(r>fz^(n> a Lfztmmi^t iz\-^^ix 

§igg(^->x-rAt±. ^^(^jfflia'Sr'^tfe ^/>^-rA#^^?iJ{±, HI 3 2 tt^o 
[0 5 3 3] 

SiJ <^ Affile is v^T^ 2ls:f||^ti, |fflfl&(7)7'n-7T'l';V7J>^^> ttfc* 

^yn^T'f ;vo#^i:*^P#ttS^^; f) ^fBia^TT^IwI^onJl^ST-lw^ 
^-rs¥^; g) (d) -C^tj^x/cgE^^^^Jl^H^O^/n^T^f^vi:. * 
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7'~^5'^^¥^o *aii5#tt^^^ sij<^^E¥^i±> ^mmm^^^if^^ 

[0 5 3 41 

mm±tfzimmm\H(7)^m^mm^tfzi.i^(Dm^m^m\^. m^(onMm'^ 
-^ibmm^tifzmmmi^; b) mm^^^wi^<7)^^m'iF-iimmir^^m\ c 

'-^m-'h^hfifzm^yi)^h. mmu(o^'^y r ^ i^^m^^WL\ t) mxmm 

tfo '>;^xA:^EMf*> 1213 2li^$tLSo 
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^--J : 158/ 



[0 5 3 5] 

[0 5 3 6] 

mtL<i,±. 5:##±<^*«ii. Tu^mmm^tix\^^:h^tTt)^m\}x^:h 

o m.^\:^fli-z^^il)mmti^^ib^ibX^:ho ^<D^^. m-tfz\i.T ^"^yi^m 

t <^)^^#: t ^ tf C t ^ ^ o ^ia<7) ® H >fe ^ f> T' ^ ^ o 

10 5 3 7] 
10 5 3 81 
[0 5 3 91 

'Sr^!^^WH^{i, ^m^iF> ^5^>/^•i^'g> H. mm. ^mm. tfiCb 
[0 5 4 01 

ffliE# 2004-3066966 
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[0 5 4 1] 
[0 5 4 2] 

[0 5 4 3] 

^■^hV-^A, Rm7K^:^^U'^7A, e;nf>'m-^h V'^A, HEPES^ MAt 

ij)v^y^A^ MitiJ')"^^. mt-rif^v^j^, mm^. 

[0 5 4 4] 

f-^VttDI^^ ^^'UT^vmf^H^ *°U-f5vm^^, U>m*>'Vi^'^7A. 

v^o C(DitfS^SAiitili:LT{±> SF$b<(i. a^y j:.^ . 
[0 5 4 5] 
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[0 5 4 61 

[0 5 4 71 

[0 5 4 8] 

:*:^^c0^##lC:fev^T>|^ffl$tL^^##:O)^3psl-ti. ifyT.^ iSiO'^ 
[0 5 4 9] 
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^--J : 161/ 



y(yi^i^:r.y vf^yv^, ydyr\y^m. 7.9 y':r^^ifmfhfi^i)^'^fih\z 

m^>x%mf^^^ij^x^:ho 

[0 5 5 0] 

m'm\^fzm^h\^x(Dm^^mx^t. r^^yimmMt. mmn^mmL 
fzmMtLX(Dmm^t. mmmmt(Dm^^m^. ri-^mzm^t^^t^ 

[0 5 5 1] 

tz^Mt<DM^i$'^m^^^xm±n^±Km^'r^^^^m^^o ^^f^coji^^c^ 

o 

[0 5 5 2] 
[0 5 5 3] 

^i§0j=^> m.m<Dm^<Dfziib},zutL^^m-m'^m'^7f:LxmmLx^fz 
M^oie«jo^iijim$tL, :^^m^mM-t^BmxmmLfz(DXii^\^^ 
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[0 5 5 4] 

fi. m^^m^. Sigma (St. Louis, USA, 0 
[0 5 5 5] 

(^ifefO 1 : ^) 

[0 5 5 6] 

^yhiix xm.umt. i&i^=fmi'f Lx?m. Ltzi>(Dim^^tzo 

1) y^yu^^^y mn^-^ii) ; 

2) 7-^ rn^j^^V 2 9 kD a -77^^^ > b ; 

3) ^-f 7'n^^^>4 3 kDa^yjT^ ; 

4) "7^ rn^^'f-V 7 2 k D a y^i^p? > h ; 

5) ^^yn^iJ^^V^^^ (@£^|J#-^1 l<^)9t>> 1 5 2i^L<Dry^z^^u^ 

i^yK^it^tfziiCo) ; 

6) ynj^i^^VF i^mtm. -^U. B:^) \ 

7) yu^-.^^vL {-=Witm ; 

8) T'n^iJ^f-vP 1 u s C=Witm ; 

9) (@a^J#-^6> sfeit/^io) ; 

10) RGD^"/^K (hV^y-^K) ; 
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11) RGD=£r-^^/i3 0 kD a-^T'f-K ; 

1 3) -tf7f->o 
[0 5 5 7] 

KhLT. p EGFP-N 1 i3J:tFp D s R e d 2 -N 1 (^:^)ICBD Bio 
sciences, Clontech^ CA^ USA) ^m\^^fZo ^Lflh<D':/'7 

KT'ti. mii:=f^m.it'^^ y ;^^u^y( jl^y^ (CMV) (Om^TK^j^bo 
9;^^KDNA^. E. col i (XLl blue> Stratgene, T 
X, USA) •t'T'JiiliStiiiliSLfcyvy^ ^ KDNA^^I^#:/^°- h-^-O— 
tTfflV>fco DNAt±> DNa s e *>RNa s e ^>'^t^v^S^7K4'lc^Mb/c 

O 

[0 5 5 8] 

'fs^ffl L/vi h 9 -7 V 3 >^^{±mTOa -e^^ lEffectene 
Transfection Reagent (cat. no. 301425, 
Q 1 a g e n, CA) , TransFast TM Transfection 
Reagent (E 2431, Promega,WI), Tf xTM-2 0 R 
eagent (E 2391, Promega,WI), SuperFect T 
ransfection Reagent (301305, Qiagen, CA 
), PolyFect Transfection Reagent (3011 
05, Qiagen, CA), Lipofect AM INE 2000 Rea 
gent (11668-019, Invitrogen corporatio 
n, CA), JetPEI (X4) cone. (101-30, Polyplu 
s-transfection, France) :J5J;t/E xGen 500 (R 
0511,Fermentas Inc., MD) o h 9 >X "7 ^ 3 V^C^ 
{±> ±fSDNA:fe j:t>'T^^>f^ffi!^Klcabib;$^Da6iDx^^^*>^v^iiDNAh 

[0 5 5 9] 
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[0 5 6 0] 
[0 5 6 11 

DNAO^*»-lggt{±> 1 yu g/";u LlcP^LfZo T^^y^mmMit. ddH 
204'"ei Oyu g/;« L<^:^ h 'J/i^ LT'f^^LfZo ^T<^^^=S:PB S. dd 

0. 2yug///L^ 0. 27;ug//zL> 0. 4/zg/A^L^ 0. SSfigy/u 
L> 0. 6;«g/^yuL^ 0. SfigXfiL. 1. 0;ug/;zL> 1. 07/«g/' 
/!/L. 1. 3 3;ug//iL. JSrif^PISbfCo 
[0 5 6 21 

[0 5 6 31 

KDNA : ^*ij-bn-;v:^ h <y i^Ti^ib 1 0 OinL<OL- amp^^-e— 
lfeii5fi$-«^> Qiaprep Minipre i>tfz1itQ i a g e n P 1 a s 
mid Purification Maxi ^m^^^xm^mmibmm-t^^m 
-fuYu^jVKXoXm^l^fZo 
[0 5 6 4] 

(hMSCs^ PT-2501. Cambrex BioSc i ence 
Walkersville, Inc., MD) . H hJEttl^m (HEK2 
93>RCB1637. RIKEN Cell Bank, JPN)^NIH3 
T3-3mm. (RCB0150, RIKEN Cell Bank, JPN) 
> H e L (RCBOOO?^ RIKEN Cell Bank. JPN) 

^XmepG2 (RGB 1 6 4 8^ R I KEN Cell Bank, JPN 
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) o Cttibti^ L-glut^it/pen/stre p ^Sr-^tf DMEM/ 1 0% 
[0 5 6 5] 

h ^ > "7 i V 3 > tiSCH i: D N A i: * L T D N A - h 9 > ;^ "7 3 

±mm-^m^. rvy(wmm (a r r a y e r) ^m^^xmm%mf mk. 

10 5 6 6] 
10 5 6 7] 
[0 5 6 8] 

:^v^yry\yy^=L—:r\z, 3 o o LODNAzft*i^«j?gL (EC^«?St) + 

F^^ V^oL^- h tTto 50//L<^)h9>;^'7j^;^~>3 Vfi^^ (E f f e c t e 

-?r?Iv^fZo \(nVv ^7^XWt')CLfzW^\'^^ 6 6 ;u L<^M^J^*Snx.^ 

1 0:e/-f> 2 0:^F^-f h L/io «lttfrcj:«9. ^##:^<^¥Iil 1^ J; 

[0 5 6 9] 

ffiiiE# 2004-3 066966 
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[0 5 7 0] 

«<7)aj^^^'2 5mL4>l 07mm\iZ^£^XdiZs mM^(Dmm.^^MLfZo 
mM<D 100X100X15 mm<^>^h UJIDL^ ^^{±#^1 0 OmmX 1 5mmC0 

[0 5 7 1] 
[0 5 7 21 

7 - frc J: o -Cifelttg =&^ffi f ^ ^ ^^-C § ^ o 
[0 5 7 31 

r V^;^^^-^ (G e n e TAC U C 4 X 4 ^ G e n o m i c Soluti 
0 n s I n c. , MI) ^m.m\.fZo ^^^^J^ (tt^<^#^) ^M^Lfc^ 
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10 5 7 4] 

S CGMx B u 1 1 e t K i t P T- 3 0 0 1 ^ C a mb r e x BioSc 

ience Walkersville, Inc.> MD, USA) ^fflv^fc) 

;S>SYTO:feJ;t>'Texas Red-X-7Tn^v^> (Mo 1 ecul ar 
Probes Inc.. OR, USA) ^m^mKmmLX. m^^tPFT^ 

;V:|:^^.;S;v-^f-^0^ (LSM5 1 0. C a r 1 Zeiss Co.,L 
r d> e:^s^-;H?-WX=C h 1 = 1 2 3 ;um^ C h 2 = 1 0 8 yu m ; ®^KPg 
= 0. 4) ^fflv^T. m)^^^%fZo 
[0 5 7 5] 
(^*) 

mnc-'J^IJi: LTHEK2 9 3iiJI&=l:fflV>3t%'^(^a>5r(7)T^'f->f^ffitfM:fe 
[0 5 7 6] 

X:^:^':fu^ir^y {-fu^if^yY^ ":/^^^«f•vL^ :/n;^^f->p i u s 

tttzo RGD^y-f-K##"r'(i> '^(D^^m3.tAyh:M.x.-^£it)--^fZo 
[0 5 7 71 

|l|2:feJ:t/3 tc, ^-f yn^i^^><757^ir^ > h ^m^^fzm^<D V9>^y 
:i^^i>^3y^m(Om^'^^-to m4:K^<Dm^'^ttii>tzm^^-to 2 9kDa 
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2 9 k D a K^t tl^hT^ ymWMif)^ h 7 *7 x iJ' i/ a V^^<7)±#ir:^ 
M^WzLX\^^^^ti)^m\>^^fi^o 2 9 k D a 7^^^ > Mi, ^^^m^tA. 

kDa) 5^^|7&^M^tt7to t^£oT. 2 9 k D a Kp« ^ VO«^«rTi^f- V# 

h^yx^j^^ V3 >^^±#^s^4ii^$:^^^5e>-o7t>{)^ itt^^oity^is o ko 

^i!}^^fi1,zm^-^fi^j:^^o ^(DXo^£^^. /f'-^fc < ^> 5 k D a . ^tL<{i^- 
^<fc^)10kDa, X 'OtS-tL<i±{i^^£< t^l 5 kD Si<D^^Mi:^isC t 

[0 5 7 81 

to msxit^ ^ > 3 >it)^M^j:Bm,t lthek2 9 siaaa 

> HeLa^Jia. 3T3^B&, ^ P> tMc$&5l^ h 9 ^-X 7 :c a 
'5imt\^^i^fiX\^^fz'R e x> G 2mm^i:X/mm^nmm (MSO 'Srfflv>:^2^|& 
i§Oh^>'7.7i^' V3 >:^^05S&m^^1-o mmi^iiGFF(D^m'k^LfZo 
[0 5 7 91 

tLx. ^^<omMVy>:^y:^iri^By^^^vfzn}tLtzo %^m(Dm.my 

X'^ofzo 

[0 5 8 01 

2 9 3>HeLa, 3T3^i:'fe^^^> h 9 7 a >^nrt6 1 ttTV^ 

7tHepG2i3J:tmSC-t?^. HeL a i3 J: t)'^3 T 3 ICEMI"^ h^V^^^^^n 
^ a $ tLfCo C: O J: -9 '5J^:i:li> ^5^<7) h9>';^-7it5''>a>'^ 
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[0 5 8 1] 
[0 5 8 2] 

^IC, 117 tUT. -7^ ■/n^i^^VOji;^'!: 0^ 0. 2 7> 0. 53. 0. 
8> 1. 07*3J;(U^1. 33 (-etL-rtt;« g/y:/ L) LT h 9 V^^^^iJ^^/ a 

y^'i^^fz^^(n>m^^7^-fo Ei7-eii. pll (jj?'; -l-^; ^s^rfA 

[0 5 8 31 

Iil7<7)fg:f:7e>>Jb0^f>55^^ J; ^ h ^ > 7. "7 iJ' 3 >^#t±> '7-fyn;f.i? 

-f V^iSirJ^n-T^-f >i5^^L<7)J»'^ll(i. 0. 5 3 g/^^ L «r^x.* 
:;6^-/7 h-liatLTV^;&C:fc:*^t>>&^^o -ftfe:^. AP S<^)Jir^li. 1. 07// g/^ 

[0 5 8 41 

:;6^H^'^:e»-iC>&o/i (HIS) o 3 "7 -f •/n^>^^>:#0 

IS^tLTv^fc (12 9) o r^'i-yy>(y:^y\<r>^-^W^\^fzm'^(r>^^\z.o 
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m^-f^o y>[rx2^-^^^y(DXo^j:7^^>i^mmmzx<^xmm^i^^^m 

[0 5 8 51 

(mmm 3 : >'nm :r T 1^ ^(^jsm) 

[0 5 8 6] 

SC>PT— 2501xCambrex Bioscience Walker 
sville. Inc., MD) . ME14W^J!&H E K 2 93 (RCB163 
7. RIKEN Cell Bank, JPN).NIH3T3-3(R CEO 
150.RIKEN Cell Bank, JPN).HeLa(RCBOO0 
7. RIKEN Cell Bank, JPN)^i3j:Z/HepG2(RCBl 
6 4 8, R I KEN Cell B a n k, J PN) o t hMS Cmm<om^. 

-r<;D«^^ mmot vmmm^^&j&^iii (MS CGM B u l l e t K l t 

PT-3001, Cambrex Bioscience Walkersvi 
lie. Inc., MD) fpxm^LfZo HEK2 9 3 m. NIH3T3-3 
H e L aTOiSiC^^H e p G 2»(D:^^. C:tLt><^^l&?r. 1 0 % ^ 
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z/^^ikm (FBS^ 29-167-54^ Lot No. 2025F, Dai 
nippon Pharmaceutical CO. ,LTD. ,JPN)'S: 

-y^^^iiL (DMEM^ L-^'*;v^ ^ >i3J:t>*e;vtr>' 
h U '!7A*^-r*^^;V3~;?. (4. 5 g/L) ; 14246-2 5^Na 
kalai Tesque, JPN) ^TB^LfZo ^T<^^fl&^*=S^^ 3 7'C> 

10 5 8 71 

(7^9 7> ^ K:fe J: ^ -7 ^ 3 ^t^^) 

h^^'>?.7iiJ^>'3 >'(^5Sij¥^Mt"^fv:i6lCx p EGFP-N l^^^-:i3 
J:UfpDsRed2-Nl^i^;5'- ^ n ^T^-^ 6 0 8 5 - 1 . 6 9 7 3-1 
^BD Biosciences Clontech, CA) Lfzo 

V ^ifu^4 )VX (CMV) 7'n^-iJ'-CD$lJ^T'e$)ofc 
o h^^y^yj^^' h$tL/ifffl)3ati, -ett'e^^> ^^6<JtcEGFPt/cliDsRe 
d 2 ^H^^LfCo y^;^^ KDNA*> Escherichia coli,X 
L 1 -b 1 u e^ (2 0 0 2 4 9, Stratagene, TX) ^^mLXm 
iplL. -?-fCE n d o F r e e Plasmid Kit (EndoFree 
Plasmid Maxi Kit 1 2 3 6 2. Q I AGEN. C A) tcJio 
xmm^LtZo ^TOJ^-^tC^SV^T. -S^^J^^ KDNA«r> DN a s e J: U^RN 
a s e ^^t^\^>ii^l,zmmLfZo V'7>:^y ^^i^ay^\iiin'<7)i:^K\^X 
%fz lEffectene Transfection Reagent {iJ ^ 
n 301425^ Qiagen^ CA) ^ TransFastTM Tr 
ansfection Reagent (E2431^ Promega>WI) 
. T f xTM-2 0 Reagent (E 2391. Promega>WI)> 
SuperFect Transfection Reagent (30130 
5. Q i a g e n. C A) . P o i y F e c t Transfection R 
eagent (301105. Qiagen> CA). Lipofect AM I 
NE 2000 Reagent (11668-019. Invitrogen 
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corporation^CA)^ JetPEI (X4) cone. (101 
— 30> Polyp lus — transfect ion, France) , iSJ: 
iKExGen 500 (R0511^Fermentas Inc., MD) o 
[0 5 8 8] 

(Sffi^hv VX7i^->a VTU>f (SPTA) ^JSl) 

Y h t t p : staffa. wi.rait. edu/sabatini 

public/reverse transfect ion. htm ^OfRe 

verse Transfection HomepageJ icffi^^tfCV^^ 

o ^^B^#'bc»@^S^h^>;^7iiJ'v3 > (spta:^^) icisv^r. MtK^ 

y^KXoX^M.LtzA 8¥:^^>°i5^-> (SmmXSmm) 

y4 Y\ i3J;tfMAStrn-'r ^ y^^Lfz:^'^^ K;Matsunami Gl 
ass Ind. , LTD. , JPN) trW^bfCo 
[0 5 8 9] 

[0 5 9 0] 

Effectene Transfection Reagent ^'fs&ffi't'^ 
>'X'f ^^'•^f&ti. y^T.^ KDNAiSii;'^^^*:^?^ i4mg/ 
m L Lfc 't; ->«7 ^yu^^^y {.ii^xi {f^^ i 6 0 
42-41. Nakalai TesquesJPN)) ^-^A/f o ±fB<^?§^St 
-k^ ^y^V:^ h T'lJ >^ (s y n QUADTM. Cartesian Te 
chnologies, Inc. , CA) =Sr^v^T)&N t fc{i^ii)-e 0 . 5-1 
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:^yj^^i/3y(DmiZ^ i^Effecten e^^, DNAzfV V h Ltz:^^ 

(DEiiecten em^^. m3\r 7.\£\y-'$^ -^m\^^X:^y ^ Yify7.ij-h 
l^*L^ -etT^^^^e^';' hcOF^IBI-CMia^wTl 5i$5-F^:*^tt'C^^$^^o 
#ibtL/iDNA7'U y y L/iX^-f K^lf^;^^. 1 0 Omm^^r-f •y->i(^)JS 
^tT^2 5mL<7)|fflM-^V^ (2-4 X 1 04m/mL) =Sr^ Cl(7) 

^>i/:i-ii#;e>^c'^v^ffo •>^vi-e, c<^-7'^ 3 yc, 5% C02<^ 

^V^i^-^-tC^U 2-3 H^-f V^^x^- b t/wo 
[0 5 9 11 

^(D yyyxy:r.^i/a (TransFast TM> T f xTM- 2 0 

. SuperFect^ PolyFect^ Lipofect AM I N E 2 0 
00^ JetPEI (X4) cone. tfcfiExG e n) (TJJif'^. T'y;^^ K 

ifi^t-'S*g^*i^^$tt;g,jt^tct^&o-ci . 5mLOv-r iJ^n-^A-rif-e^u- 
1 0 fi L^yy^m^^XT.y^ Yify :^(DmM±.\z^m\^fzo ■rco'/i; >- h bTt 

m-^^tio yvyVLfz:^'^^ K:^^:^* 1 0 Omni:^«7'^ ->:x(^JglC® § 
> •eL-C*^3mL<0,TOil?llTec (2-4 X 1 04^J!a/mL) ^r^JnU ^i^^ 
^lf:t-';' h<7)F«3tlJt?Mfml^T 1 5'^mKiofz<^X-iy^::L^-yLfZo 4y^^ 

y<-i/ay^. mm^-mM'&:i(DT-[ y-y^Km-^^izm^fzo -^v^-^, :L<Dr^ 

^-VLfzo V^i^-->3>=f^^ ^3^^^^ (IX- 7 1. 

Olympus PROMARKET ING, INC. , JPN) =S:fflv^T> m 
^^flfz^^^y^'^i^M (EFP. EGFP. i3it>*D s R e d 2) <^^mic* 

o MT'n hn;Hc^v^T. iBBa?:^N'7^;VAT;v-7't: K (PFA) (P 
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BS4'04% PFA> ^Sta^^fi. ^aiCT 1 0^^) *fflv^^ C i: i oT 
[0 5 9 2] 

TV-fj;^^-V^(GeneTAC UC4X4^ Genomic Soluti 
ons Inc. . MI) i:mmi^fZo mMitmm ('ttitOW) ^iiy^L/cm 

[0 5 9 3] 

?e[=^v>f ^'ny; > h-r^ Civile ioT^^b/io 

[0 5 9 4] 

> m^X<W.^^tfi. ^LXru>(±\,z-^Xhfifz^W:X-^^)>Y^fifzDli 
i)^^fzo s^K. h^y:^y j:.^.Vir^:iti!}mmt^fi'X\^^tzRe pG2. hU 

<^^^_h#;o^^t,tL/io n^mru^K'Z^m^j^'^^^^m^^Mj&^tifz ( 

^fH±^ EGFP:feJ:?^D s - R E DO^oi y ^^iyt>'N°i5^ -^(^T ^Sr^^f ^ 
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x(D^mm^mTi}^^^fi^ x ^ KMiB-r^^t/t^ >^-^^w^^m.^'^tzo "torn 

[0 5 9 5] 

(Dmrn^^^xm^j^^-^^s ^nh(Dm^±it. yyy7.yx.^-y3yn^<D±,^\z 

^ o 

[0 5 9 6] 

0^m-^j^mm(7)mmK'^it'r^^ymm^mmm (hMso <Dmti\i. mmw 

zfih<Dmmmmmmz'o\^^x(DMii:'T'mmt. hMsc<D^m^^mm 

=Sr M V* 7t h 7 > ;^ 7 i tJ' 3 > nrig 3& ^ l:: 2b ^ o 
[0 5 9 7] 

=S:ffiv^:2,CltlcJ: 15> m^^^aflS* (hMS C =S:'^tf) i;:^LTlSv^ b ^ 7 

=Sr^ m 1 3 Alc^f o 
[0 5 9 8] 
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P T A) Tb^rn^ Kfj::h^t Tbmm Lfzo 
[0 5 9 9] 

> m-m^MOhMS C^c^SA^dov^Tli. HEK 2 9 3. HeLa^h'<^m 

[0 6 0 01 

^^ti!}^X^tZo 
[0 6 0 11 

n-t^h, m^m^<Dmi^=f(7)m^ih^im%i,zLfzo -eo^^. 
aatcistt^. ^mmz^mLfzDNA<7)m^^^^'nmKLfz (ihisb) o 

[0 6 0 21 
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[0 6 0 3] 

mm(Om^J:^mBW (HEK2 9 3, HeLa^ NIH3T3. HepG2j3j: 

±Wi^±\z':fvyYLtzm'^W:^^>'^^^n (RFP) isxv^m^^it^>^^^ 
m. (GFP) '^^(DWm\''7>::^y:^^i^By^^tsmJ^<r> 

m^tmmLtz : 4 0(^f|^#:h 9>;^-7it5'i/3 (Effectene> T 

r a n s F a s t TM. T f xTM-2 0^Lopofect AMINE 20 
0 0). 2'D(D^V (SuperFect. PolyFect) . ^^hV^ 

lC2c»(7)M053^°iM ^> (J etPEI (X4) ^feilFExGen 500) o 
[0 6 0 4] 

^^^^mmtLx^^Lfz (iiii4Ao mi 4Bi,t^<D4 ^-z^^^-to ) o m 
rnvtzmmm^m^ox, WiM^j:mm<7)^^^. m^^^ y ^> :>^^ 3 yum 
^m\^^x%fz (mi 4 c-D=s:#HB<^c:fc) o ^v>T. cfih<D^^m^yy> 

i!)mm^fifz:m'^^zY'7>:^y:^^ym^^j^mm.w m^\^. HEK293. 

HeLa, NIH3T3) (D^^, gliS^T'n b n;V-C|||^$ ttfc h ^ 7 :n 

^iya y^mt. nmti^^Wim^'f^ v :=i)iytit^Lxt>iri)^Kmfi'X^^>fz'^. 

:^mmKmi&sLfzU^)l^XM^^fiX\^^:h (mi 4) o 
[0 6 0 5] 

U^H e p G 2 ) K^\^^X S P T A:^^^limai<kL3t#b#'S:fflv^;i, ^1 lli oT 
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:Lt) o hMSCO#^(^:^'a- (Ell 5) ^ -mBL^^it, ji^l^V^ ^ > ( 
PE I) Yv>::^y:^^i^3y^(Dmm^^A.fzo "^MLtzX^K. m^^V^ 
>:^yj:.^i/ay^mi:U^t^fztb(oM.^tj:m'^ii> ^V-^-niD^^m^ ( 
N) O^i: 7^7X5 KDNArtOUvm^^ (P) (D^t(Dm<om^^'^^> ( 

N/pjt^oJt-^ii^ mm^^m(7)^M:^j:^r^mmi'fzo ^fih2'0(D-m^m 

-irlcigv^MS^^^ (N/Pifc^>l OT'tl^^tT-^c) ^-^0/^:0 L:*^t. SP 
T A "/n h 3 ;v ^fl^^^^ I' *> ^flS^I^S ;ti^ ic^^^-^x. ^ ci i: < . 
^^mi'liSv^ imi^-^m^Km^^f^fz) N/PJti^i3J:t>*DNAmm^rl^^#L ( 

SPTAOJ^-^. 1 0<^N/'PJt«*:i:®-e2b;i>C:i::*^^m$tL, ,^ffl)3a#14=Sr:S: 
/Mfct^7&«<bi-55-'5: h^v;^^^!^^ V3 vv-^;V'^ii'0^1-;So SPTA^n ya 

)v{z^\,^xmm^fifzyyy:^y^i^i^ 3 ^^^^T^if^^ci^Pi-^ $ "b^^asii 

> l^v^M^a«j;5:DNAjtJ^/h7>;^7ijJ'i>3>'^mjS ?a/i=@^ h 

[0 6 0 6] 

^m.<Dh9>y^y:x.^ yi^^mmi^fz m(o-r^x(Dmm^^it—'^KU'otz) 

ai|iE#2 004-3066966 
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[0 6 0 7] 

>^Lfz-ff'7::^mM±^^. JetPEI ( r^j^^n h 
i^=f' (RFP:feJ:t>*GFP) ^-y^jyyLfzo tfibtLTt V ^ v;^'7 a Vf- 
. $ G F P is J: ti'^R F P ^ tt-TttO c D N A^^^y^. ^ y fifzmM 

t-D fz m 6 o c o i t mM^mi^ ^ Tf^nw^nt- hm-^xmk 

[0 6 0 8] 

(om^. m^^Mii^ h'f'yT.^ K D N A L o 
[0 6 0 91 

[0 6 101 
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10 6 11] 
[0 6 121 

CGM. PT-3001^ PT-3238> PT-4105. Cambrex. 
B i oWh i t t a k e r, USA) Icjsv^T 2 B ^^^It^. ^\m^^ (h 
MSG Differentiation. PT-3002. FT- 4120. 

Cambrex. B i oWh 1 t t a k e r , U S A) VJ^'^^^Ti.. #V^-i5^-<0 

[0 6 131 

m.m\^i-zWMmx'^^m\ (hiisa-b (i s-i-i 8-2) ) ic^i- 

o 

[0 6 14] 

HI 1 9 is i rJ'^ig 2 4ic^1-i^l^. 1 7@^O^^H^ (I SRE. RARE 
. STAT3. GAS. NFAT. MIC. API. SRE, ORE, CRE. 
NF«B. ERE. TRE. E2F. Rb. p 5 3) ^. G F P lC#iinrtllfCm 

^LTt^vx^ K (c 1 o n t e c h:5>t> rUn^^tt^) ^fflv^T. mmmmm. 
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tz. mW^m=^l^^-^-<^M$^iis 1112 3 ic^$tt;2> J:^ ic^foyio 
[0 6 15] 

^':^^^(D]y^'-'$^-<DT ^^-otzo CittfiC 1 o n t e c hii-J: 
10 6 16] 
[0 6 17] 

^#lc$feo-C. ^^m^^'^-^zb^K-:fuyT'<)i^^iiMVfz^<D'^^:ho "/n 

2 HF^*^<bm#^Afet^TJt«^^TV^ -wwmm^itmm^i^t-^^Lfzo 

i\M^^i^^zM^<7)m^KX^T'=>fZo ^(DiM^m^mi^Xit, C amb r e X 
[0 6 18] 

^m*l2I2 6K7T^1ro ^tt^mmi 0B#rHl~3 OB#fBl-ei±. 1112 6te(^J:9 
J: ^ ^"/n -7 T ^ - > =£r^ L^ ^^Ici^Sl LTv^S i:^^?? f> idHc:^ o fz 

(om.\zttibfzo ioi^ic, ^mzm\zn^^n^ii^h^. is re. rare 

. STAT 3 > GRE> CRE^ TRE^ E 2 F, i3 il^^^p 5 3 ICiSV^T. -fi^ffi 

o 

[0 6 19] 
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[0 6 2 01 

^>fClC9 0%*®x.^l^a^*^t-Ci30> 2(^i:§T-*> 8 8%. KDthX- 
'i) 8 2%=Sr^LTv^^::h*-f>. lo-T?4>. 2o-C^)> vMii^->& < i: 3 o 

10 6 2 11 
[0 6 2 21 

^i\:^^5^it^m.n\^x\^^:h<Dib-mm-f^ c ti^x^^ho ^<oin mm\±. 

X^ho 

[0 6 2 31 

:z(r)X.^\z-fu^y^^m^ir^:LhK:^,'oX^ 1112 2 ic^-Tid MW^^ 
(^ifeM 5 : i^;^«^^J) 

ffiiiE# 2004-3066966 



#M2 003-181915 



: 183/ 



Wit ibm hi)-^\z.fii^ fzo 
10 6 2 41 
iMmrn^ : RNA i) 

mmm 1 iciBm^tts a ^ ^zmu^m^^x^. ^j^^a^jH^i: ltrn a i «rffl 

^^tEtfCo RNA i i: L-CJ^;T<^'^<^^fflv^T. ^TO^I^^fi^o /Co 

-fA. s i RNA'&^f<7)m<Si^m^«I^=S:ffl\'^-C®<^i^l§mmi)^^TofcMfla 

[0 6 2 5] 

RNAi : http://www. nippongene.jp/pages/products/siraa/review/frCi3 
•CX^pTtl'&SE^J ('Mx.^^^ Control siRNA duplex) 5r^ffl L/Co 

[0 6 2 6] 

(RN A i <^ b 9 ^7 3 >') 

s iRNA;&^*-f. y y ^ dT^ y l.m^i)--}^^i}^^'%U\^fzo E G F P fr::^-^ 
;g.5'-AAGCAGCAGGACUUCUUCAAG-3' s i RNA (Sa^iJ#^ 1 2) =S:^^U. ^tt^ 

[0 6 2 7] 

s i RNAlcj;^M6^atfS^-WJ$U<^^^^^i"I^^^EI2 9 lc^1-o ^^fr::^ 



ffi»E# 2004-3066966 
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^-v?: 184/ 



[0 6 2 8] 

ikK. s i RNA'eo^^'£r'/n7 T-f t LT'l^^^-r^o (5//m/pix 

emTcom^B.^t^'nYFy ^--^y yom^r-'S^) o icoJ:9l's irna 

[0 6 2 91 
10 6 3 0) 

LTl±. BD B i o s c i e n c e s(7)pTe t o f f i3 i U^p T e t o 
n ^ — ^^ffi v^/c: (http://ww. clontech. com/techinfo/vectors/cattet. sh 
tinl*#M) o — ^i^ pTRE-d2EGFP=^?flJfflUyi (http://www.clontech.com/ 

techinf o/vectors/vectorsT-Z/pTRE-d2EGFP. shtml $ tfC ^ ) o 
10 6 3 11 

«rti ic^'Tb^a^sijanrn t o 

10 6 3 21 

VT;V^>f A lcl5l#L7t lift * 'J) fctcUT, ^IBB&^^viO. 

WSE# 2004-3066966 
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: 185/ 



[0 6 3 3] 

/Co CiT-ti> m^tm^'^'tLX. ^'^V^f^-l 7 (@B^m-^l 3. 14) 
[0 6 3 4] 

H^O 7 T -r ^ h y&^-e ^ ^ C :;&^^iE$ tt/co 

[0 6 3 5] 

^B&F«gicfe^*>?./'?-^f3 0®tt'fblcifBLT'=e^iS^-b-C*), ^l&co 
10 6 3 6] 

i CLTlis pCaspase3 — Sensor Vector (BD Bioscienc 
es Clontech. 1020 East Meadow Circle. Palo Alto, CA 94303 ; iJ^-a^^^^ 
18 5-1) Srfflv^T. T'i^ ^-vX^/^/•:^;^T♦ab^:^;^^^°-^z3 =S:-=e^^-L 

[0 6 3 7] 

■e. ^J3a<^y n 7 T ^ ;v ^'f^^-T'^ vi t ^ ^ i :6^^iE$ tt^^Co 
[0 6 3 8] 

JNK. ERK. p 3 8 ^ if<7>T^ h - v':^'>^^^^V=^^ 
•r^it:ii*t?iS^:fc=Sr^'<fv:o h:feJ:th'TW-f (^Piii(±±3^60 



ffi8E# 2004-3066966 
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^-v^ : 186/ 



[0 6 3 9] 

i:i-eii> BD Bioscience Clontec h:*^^A#U/cpAPl 
-EGFP. pCRE-EGFP> pSRE-EGFP'S:fflv^-C> >^ J NK> ER 

K. p 3 8^^-^-t/::o 
10 6 4 01 

[0 6 4 11 

(mmm i o : ^m^^t) 

[0 6 4 21 

CLCi-eii. ^:)¥:^>'>'^"^®t UT. GFP, RFP, CFP, BW^^^L^ Eti^^i^^ 
[0 6 4 31 

KIAA cDNAiJ^n-V (K I A A = 5Ji-T$ DN AW^Blf> :*^-f$> ^m^&^^X^ 
^ > e h n V? yc^cDNATtilE^ ^ -/^ 'J - 
[0 6 4 41 

ClCl-^ti. KIAAi^n->OI*lOKIAA1474=S:fflv^-r. f|^-/n 7 r ^ ;vi3 J: t>'® 
[0 6 4 51 

[0 6 4 61 

(^Jffe^HI 1 1 : iiflsm^^^b) 

miiE# 2004-3066966 
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^-v^ : 187/ 



[0 6 4 7] 

[0 6 4 8] 

KIAAiJ^n-V (mtB) 
^^Hi^lcMI-^RNAi (CBFA-1, API) o 
[0 6 4 9] 

[0 6 5 0] 
[0 6 5 1] 

[0 6 5 2] 

(nmm 1 2 : ^^ra^Ef^^) 

^t', KvXT-i^> FRET. B R E if<^#i**ffl^^t^ 

10 6 5 31 
[0 6 5 4] 

(Sa^im-^l 3 ~3 8 lc^i-ie^J^^)0'^<^) tG3^>/^°^^'^ 
(@B^Jl^-t 3 9-44 liZ^irUn ^ o 



ffiiE#2 004-3066966 
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^~v? : 188/ 



[0 6 5 51 
[0 6 5 6] 

;i:zi^^mLfzy-^^^':rV y Y^'yT.T'J^. FRET is i:Xf BRET it. 
[0 6 5 7] 

s;,— i,*,;^^;;;?^^/^ (C 1 o 11 t 6 c hi)^hX^ ; http://www.clontec 
h.co. jp/product/catalog/007003006.shtml) o FRET*3j;t;^BRETii, ^ 

[0 6 5 8] 

-^N>f Fv'Xr A. FRET> B R E T^S: t't- i o T ^)ia<^'/n 7 r 

[0 6 5 91 

imMM 13 : V-fe'T'^ K) 

[0 6 6 01 
[0 6 6 1] 

^Ba^«55^oi^ii tLx.m^ (Dmm.s^'^ vv^::^^ y^-^^n^ tPt<D^ 
OT<^i::feJ9-e^;g,o mmmmm'F^^tm. ■^m<D^<D^m^^fzo 

2) •/n;^^^>'L (H#>fk^) ; 



tiiiE#2 004-3066966 
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^-y : 189/ 



3) •/D^i^f-yp 1 u s {'=mtm ; 

4) y-ifu^-^^^y {m^m^2) 

5) ^y^^o 

[0 6 6 21 

Kt LT. pEGFP-Nli3 j:t>pDsRed2-Nl(i: 'fciCBD Biosciences, Clontech>CA^ USA) 
^fflv^/Co EGF<7)@E^ijti> @B^m-^4 5-4 6lc^^tL^o itLfb(7)7'^;^ ^ 
K-et±. a-fE^I&mti-^^'f (CMV) (DMmTK^^o -ztvTs 

\ KDNA=Sr. E.coli(XLl blue.Stratgene.TX.USA) tJiflL/i'T'^;^ 
^ KDNA^1t^#^^°- \^—<r>^1ii)i X^X^'^^fZo DNAii^DNase'bRNase^>'^t 

10 6 6 31 

'g^fflLfch^>><.7i^->3 >tltilliJy.T<7)S J9 -Cab^ : Effectene Transfec 
t ion Reagent (cat. no. 301425, Qiagen, CA), TransFastTM Trans feet ion Reagen 
t(E2431, Promega, WI). TfxTM-20 Reagent (E2391, Promega, WI). SuperFect T 
ransfect ion Reagent (301305, Qiagen, CA), PolyFect Transfect ion Reagent (3 
01105. Qiagen. CA), LipofectAMINE 2000 Reagent (11668-019. Invitrogen cor 
poration. CA), JetPEI(X 4) cone. (101-30, Polyplus-transfection, France) i3 

J;tJ^xGen 500(R0511, Fermentas Inc. , MD) o \ yy 7^-7 a.^ ^y^W:\^. 

±|BD N A ^ J: IfjfflJiag^^^lC^ Ci^finx, ^ ^ D N A t ^^^^^ 

[0 6 6 41 

fzo h^>:^"7j^^''>3 V^r^^Srl^^U/io -e^^-^n b 

[0 6 6 51 

D N A <n>WmLmU 1 LtipS Ly::olfflJ3a^if^^i^ddH204' t?10;/ g/ 
;t/L<^)^ h LTi^^LfCo ^-C(^^m=SrPBS.dclH20^ /cliDMEM^Sfe=Srfflv^T 

tbSE# 2004-3066966 



#111 2003-181915 



^--J : 190/ 



g/;uUO. 6^ g/A« UO. 8/i g//i Ul. 0/z g/;< Ul. 07/z g/;/ LU. 33;/ g/// if 
10 6 6 6] 

[0 6 6 7] 

KDNA : ^V^u^}V7> V V ^is^h 1 0 OmL<^L— amp4^t?— 
BfeliJi^^, Qiaprep Miniprep^ /itiQiagen Plasmid Purification Maxi^fflv> 

[0 6 6 8] 

^fflSa (hMSCs>PT-250lXambrex Bioscience Walkersvi lie, Inc., MD) > >K 
ttMSa (HEK293>RCB1637.RIKEN Cell Bank, JPN).NIH3T3-3^JI& (RCB0150. 
RIKEN Cell Bank,JPN) > H e L a« (RCB0007.RIKEN Cell Bank.JPN) i3 J:r/ 

H e p G 2 (RCB1648.RIKEN Cel 1 Bank, JPN) ^^^h li.L-glutiS J: ^^pen/strep 

'Sr-^tfDMEM/lOXIFStf'r*;^* t /Co 
[0 6 6 9] 

h ^ > 7. 7 3 V J: D N A i: =^ m-i- 1 -C D N A - h ^ > >^ 7 X V 3 

±IBtI'a-i^*> rV4^U^ (a r r a y e r) =S:ffiv^T@>ffi^^#'ft: (^Jx. 

tr, sH'; -L-V i^VJ^^-f APS;^7^b\ MASX7-fK> 

-f-'f >^{^'S:LO>?.^W' K=Srfflv^fCo C:ttf>ti, (^^63, B^^) i^* 

[0 6 7 0] 



{iilE# 2004-3066966 
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^--J : 191/ 



[0 6 7 1] 
[0 6 7 21 

:z.y^yV)Vy^sL~'^[Z^ 3 0 0 L O D N Att^i^^t^ (EC^lfm) + 
y^zL^- h L/io 5 0 A« L(7) h 9 V;^7i^'>a (E f f e c t e 

10 6 7 3] 
[0 6 7 4] 

I2g:ft<7) 1 0 0 X 1 0 0 X 1 SmmO^ h 'mtfcli^l 0 OmmX 1 5mm<^ 
[0 6 7 5] 



ffiiEi^ 2004-3066966 
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^-v'^ : 192/ 



[0 6 7 6] 

^^itmum^^r-M.-r:^ Lxw^M^Wl^ ^t^^x-^^o -X^^j^^^t \zm 

[0 6 7 7] 

Tl^-f (G e n e TAG U C 4 X 4 > G e n o m i c Soluti 

o n s I n c. , MI) ^^MLfzo m^itmm i1£^<OM^m ^:m^\^fz^ 

[0 6 7 81 

mm^^m^^m^^x (\f:Ymm^mm(D^'^\i>mn^mm,^^ik cms 

CGM^BulletKit PT-3001^Cambrex BioScience Walkersville, Inc. >MD,USA) =^fflv> 

•fz) mmLtzo mmM^4%^-<^^}\^AT}i^r\^h'mwLxm^\^fzu. 

X^:h SYTOisXXJ^T exas Red-X7Tn^>?V (Molecula 
r Probes Inc., OR, USA) ^m^^m^zmUnLX. miS XV'F 

r^^y ^mmir ^ o mm^mm kx-o x^-r ;^ -9- > ^ ti^'fe $ ntz^ 

y':f)V^^m.^^-^-MWM (LSM510>Carl Zeiss Co.,Ltd> 

X = Ch 1 = 1 2 3 A^m> Ch 2 = 1 0 8/£in ;®faKll=0. 4) ^Srfflv^T. 

[0 6 7 9] 

^Aiiz^ mM.i^'i^'^^-^^'^'^^ — V v<7>^:s.i^f^<Dmm<Dfzib(DM^ 



aifE#2 004-3066966 
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^-i^ : 193/ 



[0 6 8 01 

l5i^j-^m=^^«L-Ci3V^/io m'^m^m^^ry^^-ii. ^^(om^ (Proc.N 
atl.Acad.Sci.USA, 96(1999): 4040-4045^ h') },z-^yy'')Vif7.^mXLfZo -e 

^ i^(DmM'L\Z.i^^^M^X'i'^hfiX^^:h^hiim'tL^^'ofZo i^fz. "^yfiy^if 
^ t>lt^ti'^5&^o/co ^t>-/;l/:^X^O.5~4#f^<^3i^'S:0tFB^/itWW^'^#A 

mm-<'-7^}L(on^\'mm.-^-\-^\^mz^hfzt>\-^. ^-^^ y^^^^ii-v 



tii|iE# 2004-3066966 
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: 194/ 



10 6 8 1] 

'r^«T^<OlOml5gE<^^S76«'0^J^$tL!Stm$tL^ i 9 KX^tzo 
[0 6 8 2] 

^ V^JS^O^ § $ ;i/ '!7 A -r :t V^^tt^Tfe-fe^fura- 2 ^ if * 

:*^ll»Jt?l±. ^mi^i'J:^^'7 t\^X. l^Il^^^lS (ol factory recept 

or neuron) J' is v^r. |imbTV>;5>i^^V-fe7'i5'-(^JS^=Sr:*;V'>'i/ 

it'^m<D'^%^m.mtmm^ii ^m-<fzo '^itim(^^'Pii^^'^'^'^^^-<^ 
itj^T-^«?^icjnx.-c, /N'-"c^i-^F^/ftt (4^3'^F^^svM±2#ra) mm^-^-^ 



thiE# 2004-3066966 
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^-v^ : 195/ 



[0 6 8 3] 

T 'Ji . m^<0 "/n "7 T ^ ;v *^#-r ^ ^ t § ^ C i: i)'^t>i)^'=> fzo 
[0 6 8 4] 

(^i^fiji 4 : r--$'^^) 

[0 6 8 5] 

[0 6 8 6] 
[|§§g<0^m] 

[0 6 8 7] 



miiE#2 004-3066966 
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^- y : 196/ 



1 2 : mMmx-mm tfc s i rn a 

@fi^J#^ 1 3 *. ■7'>^(7)n^^lx-fe7':5' -17 (heptanal — sensi 
t i V e) (Omm. (G e n b a n k^^#-^ (Accession Numbe 
r) AF 1 0 6 0 0 7) 

g^^iJH-^ 1 5 : •7'i7;z.<7)ni,^v-b-/^- S 1 (mc9/bc9-equi-s 
e n s i t i V e) (G e n b a n k^^#-^AF 1 2 1 9 7 2) 

WM^^l 7 : vi7X(Ol5i:^V-fe"/^-S 50 (cc9-sensitive 
) (Omm (G e n b a n k^^-^AF 1 2 1 9 8 0) 

WM^^l 9 : '^^:^<DV^%Ut':fir-S l 9 (mc 9/mh 9/b c 9 - e 
qui-sensitive) (DmB. (G e nb a n k^#-^AF 12 19 7 
6) 

W.m^-^ 2 0 : la^J^-^ 1 9 kz^m<DmMK 

ie^J#-^2 1 : Ti^XOOR 2 3 (lyral-sensitive) (Ge 
n b a n k^^H-^X 9 2 9 6 9 <^ 3- V^May^) (DmW. 

mn^^ 2 2 : mn^^ 2 1 Kmm(7)mmz a-v^ti;h^y^-<^M 

@B>?iJ#-^2 3 : ■V'ir>?.(^n^^l^-b7'^^-lCov>T<^mOR-E V (v a n i 1 
1 i n- s e n s i t i V e) (^mm (G e n b a n k^l=-^AB 0 6 12 2 



ffiSEi^ 2004-3066966 



#11 2003-181915 ^-^^ : 197/ 

9) 

i£^J#^2 5 : -7^:^(0 0 r 3 7 2i(DW^ (G e n b a n k^^^^A J 1 3 
3 4 2 4) 

@a^j#-t2 6 :E^m-^2 5 Kfm<DmMK::i- ^ n 

ia^J#-t2 7 : •7t;:^<D^%U^:f^-C eO^W. (G e n b a n k^##-^ 
AF 1 0 2 5 2 3 

2 8 : wm^^ 2 7 i::iam<^®miw ^ - k $ tt;!, ^ ^ 

9 : *V'^7>^(^l!^V-t7'^-F 5 0^^ (G e n b a n k^^#-^ 

AF 1 0 2 5 3 i) 
Sa^iJ^-^ 3 0 : mm-^ 2 9 n - F $ tL;i, ^ v^N-i^ ® 

iE^JIi^-^3 1 : •^'i/y^.c^Bl^V-feT'^-S 6<0^^ (G e n b a n kS^l=^ 

AF 1 2 1 9 7 4) 

@a^m-§-3 2 : @e^ij#-t3 1 K$*t^^5^>^^°^® 

iB^Jl=-^3 3 : -T't7;^(7)l^^V-fey^-S l 8<^Ji^m (G e n b a n k^^# 
■^AF 1 2 1 9 7 5) 

@e^!)l=^3 5 : V't^^^.Oi^lEV-try^- S 2 5 <?)^^ (Ge nb a n k^^# 

■^AF 1 2 1 9 7 7) 

SB^J#-^ 3 6 : m^m^- 3 5 H|Bm<0^mi^ ^ - F $ g 
SB^iJ#-^3 7 : V'!7>?.(Dn^^V-ty^'-S 4 60^M (G e n b a n k^^# 

^AF 1 2 1 9 7 9) 

@£^J#-^ 3 8 : Sa^JII-t 3 7 tC|Bm<^ n - F $ tt;!) ^5^ S 
IB^Jl^-^S 9 : V'^/XOGtJ'V^'^^^a-^-":^^-^;' F<75^^ (G e n b a n k 

^#-^M 3 6 7 7 8) 

4 0 : mnm"^ s 9 Kum<7)mm' ^ - f $ tL^s v/n-^^ k 

iB^J#-^4 1 : '^^^^(DG^y^'^^M^^y^^y Y<D^M (G e n b a n k 
^m^-^M 8 7 2 8 6) 

@B^m-^4 2 : ia^j#-^4 1 Kmm.<ommz^- F^^tt^ij' 



aiiE#2 004-3066966 
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^-'J : 195/ 



$ tt s "9- ^ X T V -fb L -b > Id J: o v>js^ * t^^||j -r ^ ^ 1 ^ ^ > 

[0 6 8 3] 
[0 6 8 4] 

{%Mm 1 4 : 7"-^^^) 

[0 6 8 5] 

^§km it. ii^f^m^<omm i ^ x(D^^<Dmm-dm^^ § -r-^ ^ ^: t 
^^^b Lxmm^ti^^^x^^^t-^mm^fi^o 

[0 6 8 6] 

ll&W<7)^:i:] 

[0 6 8 7] 



aiSE#2 004-30669 
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^-y : 196/ 



ifi^ij^-^ 5 : ^ ^ y(Di$mMn ("^ >^ a ^) 

9 : ^ ^ - > (D^miB^^'j ("^ ;^ 7 m) 

m^m^l 2 ; ^M^J-e'Sfflb:^- s i RNA 

Sfi^M-^ 1 3 : 17 (heptanal-sensi 

t i V e) (G e n b a n k^##-^ (Accession Numbe 

r) AF 1 0 6 0 0 7) 

Sa^M^l 5 : ■^'i7 7.<7)ni,^V-fe'7°a^- S l (mc9/bc9-equi-s 
e n s i t i V e) (Dmm (G e n b a n k^##-^AF 1 2 1 9 7 2) 

@e^Jl=-^l 7 : •^^:^<0'^%\y^'f^-S 50 (cc9-sensitive 
) (DWm (G e nb a nk^^#-^AF 1 2 1 9 8 0) 

m^m-^-i 8 liE^jn-ti 7^c|sm<^^m^c3-F$^^^i5'>'/^•^^K 

E^J#-^1 9 : ■7'^;^Ol!a^V-b":^^-S l 9 (mc 9/'mh 9/b c 9 - e 
qui-sensitive) omWi (G e n b a n k^##-^AF 12 19 7 
6) 

Ba^!i#-^ 2 0 : m^m-^ 1 9 nfsmcomi^ ^ - f $ tt^ ^ > ^ 

eB^lJ#-^2 1 : •^'i7;^O0R 2 3 (lyral-sensitive) (Ge 
n b a n k^m^^X 9 2 9 6 9 03- KIS:^<^*) <^^®^ 

ifi^j*-^ 2 2 : sE^!i#^ 2 1 \,zmm.<7)mm^^ ^ - k $ ^ g 

@fi^J#-^2 3 : 'V':7>^(^ni,^V'-fe"/^-fr-^v^T<^mOR-E V (v a n i 1 
1 i n- s e n s i t i V e) <omm. (G e n b a n k^#-^AB 0 6 12 2 



ffiiEi^ 2004-3066966 
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^-i^ : 197/ 



9) 

@a^Jl=-^2 5 : '7'y:^<Do r 3 7 2i<Dm^ (G e n b a n k^^#-^A J 1 3 
3 4 2 4) 

WM^^2 7 : '7^>?»conl^V-fe7'^-C 6<^^i^ (G e n b a n k^##-^ 
AF 1 0 2 5 2 3 

WM^^2 8 :ia^m^2 7ll|Bm<^micr3>-K$tL;|,iS'>'/N'^® 
@a^Jl'-^2 9 : •7'^7y?.(7)lia^V-fe-/i5'-F 5<^1^i^ (G e nb a n k^^#-^ 

AF 1 0 2 5 3 i) 

3 0 : S£^J#-^ 2 9 lc|Bm<7)^mtc 3 - F $ ti.^ ^ ^^N" ® 
@a^J#-^3 1 : •7'i7X<7)Bi.^V-fe7':5'-S 6<D^W. (G e n b a n k^^H-f" 

AF 1 2 1 9 7 4) 

@a^m-§-3 2 : @e^m-^3 1 ^c|^m<7)^m^c^-K$tL;g,^>/^•^^® 

3 : ■T't7;?.(7)na^V^-/i5^-S l S<DmW. (G e n b a n k^^^ 
-^AF 1 2 1 9 7 5) 

wm^^ 3 4 : B£^j#-^ 3 3 Kmm.<Dmmi^ a-v^tt^^ y^^^ m 

@£^ij#^3 5 : -r^7.<DV^%V'^':f^-S 2 5(D^M (G e n b a n k^^^ 
-^AF 1 2 1 9 7 7) 

m^m^ 3 6 : sfl^j#^ 3 5 kztmomm^ =i-v^fi:h3^y^^^M 

la^JH-^S 7 : vi7>^(0|!a^V-fe"7'^'-S 4 (G e n b a n k^^# 

-^AF 1 2 1 9 7 9) 

mm^s 8 : ia>^j#^3 7 Ktm<DmmK^- v-^p^^^^^-^^m 

SB^M-^3 9 : '7'^y^<DG^>'^'^-!^Ma'^'y^^y Y(O^W. (G e n b a n k 
^^#-^M3 6 7 7 8) 

4 0 : 3 9 Kum<7)mmK a^v^ti^h^^^^^n 

ia^J#-^4 1 : '7^:^<DG^y^-^^9.^^y^^-y h(DmM (G e n b a n k 
^^-^M 8 7 2 8 6) 

@B^J#^4 2 :@B^m-^4 l^I|Bmom^C3>~K$tL;2>^5^V/^•i^^« 



aiSE# 2004-3066966 



#11 2003-181915 "^-v 

ia^j§^4 3 : •7'>>^oG^'>>'^"^®y*9-":^<=L-'■5' b<^^^ (G e n b a n k 
^itl=^U3 7 5 2 7) 

SB^m-^4 5 : •7';7>^(^±J^iiMS^- (EOF) V^y^-omm (O e nb 
a nk^#^-i-BCO 2 3 7 2 9) 

[0 6 8 8] 

SEQUENCE LISTING 
<110> Tissue Engineering Research Center, AIST 
<120> Method and apparatus for producing cell profile data 
<130> J 1-03624054 
<160> 46 

<170> Patent In version 3. 1 

<210> 1 

<211> 1929 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1929) 

<223> fibronectin 1 



teiiE#2 004-3066966 
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: 199/ 



<400> 1 

atg ctt agg ggt ccg ggg ccc ggg ctg ctg ctg ctg gcc gtc cag tgc 
Met Leu Arg Gly Pro Gly'Pro Gly Leu Leu Leu Leu Ala Val Gin Cys 
15 10 15 



48 



ctg ggg aca gcg gtg ccc tec acg gga gcc teg aag age aag agg cag 
Leu Gly Thr Ala Val Pro Ser Thr Gly Ala Ser Lys Ser Lys Arg Gin 
20 25 30 



96 



get cag caa atg gtt cag ccc cag tec ccg gtg get gte agt caa age 
Ala Gin Gin Met Val Gin Pro Gin Ser Pro Val Ala Val Ser Gin Ser 
35 40 45 



144 



aag ecc ggt tgt tat gae aat gga aaa cac tat cag ata aat eaa cag 
Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin He Asn Gin Gin 
50 55 60 



192 



tgg gag egg ace tac eta ggc aat gcg ttg gtt tgt act tgt tat gga 
Trp Glu Arg Thr Tyr Uu Gly Asn Ala Leu Val Cys Thr Cys Tyr Gly 
65 70 75 80 



240 



gga age ega ggt ttt aae tge gag agt aaa ect gaa get gaa gag act 
Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Ala Glu Glu Thr 
85 90 95 



288 



tgc ttt gae aag tac act ggg aae act tac ega gtg ggt gae act tat 336 
Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg Val Gly Asp Thr Tyr 
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100 



105 



110 



gag cgt cct aaa gac tec atg ate tgg gac tgt acc tgc ate ggg get 
Glu Arg Pro Lys Asp Ser Met He Trp Asp Cys Thr Cys He Gly Ala 
115 120 125 



384 



ggg cga ggg aga ata age tgt aee ate gea aac cgc tgc eat gaa ggg 
Gly Arg Gly Arg He Ser Cys Thr He Ala Asn Arg Cys His Glu Gly 
130 135 140 



432 



ggt cag tee tac aag att ggt gac acc tgg agg aga eca cat gag act 
Gly Gin Ser Tyr Lys He Gly Asp Thr Trp Arg Arg Pro His Glu Thr 
145 150 155 160 



480 



ggt ggt tac atg tta gag tgt gtg tgt ctt ggt aat gga aaa gga gaa 
Gly Gly Tyr Met Leu Glu Cys Val Cys Leu Gly Asn Gly Lys Gly Glu 
165 170 175 



528 



tgg acc tgc aag cec ata get gag aag tgt ttt gat eat get get ggg 
Trp Thr Cys Lys Pro He Ala Glu Lys Cys Phe Asp His Ala Ala Gly 
180 185 190 



576 



act tec tat gtg gtc gga gaa acg tgg gag aag cec tac caa ggc tgg 
Thr Ser Tyr Val Val Gly Glu Thr Trp Glu Lys Pro Tyr Gin Gly Trp 
195 200 205 



624 
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atg atg gta gat tgt act tgc ctg gga gaa ggc age gga cgc ate act 
Met Met Val Asp Cys Thr Cys Leu Gly Glu Gly Ser Gly Arg He Thr 
210 215 220 



672 



tgc act tct aga aat aga tgc aac gat cag gac aca agg aca tec tat 
Cys Thr Ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser Tyr 
225 230 235 240 



720 



aga att gga gac acc tgg age aag aag gat aat ega gga aac ctg etc 
Arg He Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu Leu 
245 250 255 



768 



cag tgc ate tgc aca ggc aac ggc ega gga gag tgg aag tgt gag agg 
Gin Cys He Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu Arg 
260 265 270 



816 



cac ace tct gtg cag acc aca teg age gga tct ggc cec tte acc gat 
His Thr Ser Val Gin Thr Thr Ser Ser Gly Ser Gly Pro Phe Thr Asp 
275 280 285 



864 



gtt cgt gea get gtt tac caa ecg cag ect cac cec cag ect cct ccc 
Val Arg Ala Ala Val Tyr Gin Pro Gin Pro His Pro Gin Pro Pro Pro 
290 295 300 



912 



tat ggc cac tgt gtc aca gac agt ggt gtg gte tac tet gtg ggg atg 
Tyr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser Val Gly Met 
305 310 315 320 



960 
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cag tgg ctg aag aca caa gga aat aag caa atg ctt tgc acg tgc ctg 
Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Uu Cys Thr Cys Leu 
325 330 335 



1008 



ggc aac gga gtc age tgc caa gag aca get gta acc cag act tac ggt 
Gly Asn Gly Val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr Gly 
340 345 350 



1056 



ggc aac tea aat gga gag cca tgt gtc tta cea ttc acc tac aat ggc 
Gly Asn Ser Asn Gly Glu Pro Cys Val Leu Pro Phe Thr Tyr Asn Gly 
355 360 365 



1104 



agg acg gae age aca act teg aat tat gag cag gae cag aaa tac tet 
Arg Thr Asp Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser 
370 375 380 



1152 



ttc tgc aca gae cac act gtt ttg gtt cag act cga gga gga aat tec 
Phe Cys Thr Asp His Thr Val Leu Val Gin Thr Arg Gly Gly Asn Ser 
385 390 395 400 



1200 



aat ggt gee ttg tgc cac ttc cce ttc eta tac aac aac cac aat tac 
Asn Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr 
405 410 415 



1248 



act gat tgc act tet gag ggc aga aga gae aac atg aag tgg tgt ggg 
Thr Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly 
420 425 430 



1296 



acc aca cag aac tat gat gee gae cag aag ttt ggg ttc tgc cce atg 



1344 
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Thr Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met 
435 440 445 

get gcc cac gag gaa ate tgc aca aee aat gaa ggg gtc atg tac cge 1392 
Ala Ala His Glu Glu He Cys Thr Thr Asn Glu Gly Val Met Tyr Arg 
450 455 460 

att gga gat eag tgg gat aag eag cat gae atg ggt eae atg atg agg 1440 
He Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg 
465 470 475 480 

tge acg tgt gtt ggg aat ggt cgt ggg gaa tgg aea tge att gee tac 1488 
Cys Thr Cys Val Gly Asn Gly Arg Gly Glu Trp Thr Cys He Ala Tyr 
485 490 495 

teg eag ctt cga gat eag tgc att gtt gat gae ate act tac aat gtg 1536 
Ser Gin Leu Arg Asp Gin Cys He Val Asp Asp He Thr Tyr Asn Val 
500 505 510 

aac gae aea ttc cac aag cgt eat gaa gag ggg cac atg ctg aac tgt 1584 
Asn Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys 
515 520 525 

aea tgc ttc ^t eag ggt egg gge agg tgg aag tgt gat cce gtc gae 1632 
Thr Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp 
530 535 540 

caa tgc eag gat tea gag act ggg acg ttt tat eaa att gga gat tea 1680 
Gin Cys Gin Asp Ser Glu Thr Gly Thr Phe Tyr Gin He Gly Asp Ser . 
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545 550 555 560 

tgg gag aag tat gtg cat ggt gtc aga tac cag tgc tac tgc tat ggc 1728 
Trp Glu Lys Tyr Val His Gly Val Arg Tyr Gin Cys Tyr Cys Tyr Gly 
565 570 575 

cgt ggc att ggg gag tgg cat tgc caa cct tta cag acc tat cca age 1776 
Arg Gly He Gly Glu Trp His Cys Gin Pro Leu Gin Thr Tyr Pro Ser 
580 585 590 

tea agt ggt cct gtc gaa gta ttt ate act gag act ccg agt cag ccc 1824 
Ser Ser Gly Pro Val Glu Val Phe He Thr Glu Thr Pro Ser Gin Pro 
595 600 605 

aac tec cae ccc ate cag tgg aat gea cca cag cca tct cac att tec 1872 
Asn Ser His Pro He Gin Trp Asn Ala Pro Gin Pro Ser His He Ser 
610 615 620 

aag tac att etc agg tgg aga cct gtg agt ate cca ccc aga aac ctt 1920 
Lys Tyr He Leu Arg Trp Arg Pro Val Ser He Pro Pro Arg Asn Leu 
625 630 635 640 

gga tac tga 1^25 
Gly Tyr 



<210> 2 
<211> 642 
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<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Arg Gly Pro Gly Pro Gly Leu Leu Leu Leu Ala Val Gin Cys 
15 10 15 



Leu Gly Thr Ala Val Pro Ser Thr Gly Ala Ser Lys Ser Lys Arg Gin 
20 25 30 



Ala Gin Gin Met Val Gin Pro Gin Ser Pro Val Ala Val Ser Gin Ser 
35 40 45 



Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin He Asn Gin Gin 
50 55 60 



Trp Glu Arg Thr Tyr Leu Gly Asn Ala Leu Val Cys Thr Cys Tyr Gly 
65 70 75 80 



Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Ala Glu Glu Thr 
85 90 95 
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Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg Val Gly Asp Thr Tyr 
100 105 110 



Glu Arg Pro Lys Asp Ser Met He Trp Asp Cys Thr Cys He Gly Ala 
115 120 125 



Gly Arg Gly Arg He Ser Cys Thr He Ala Asn Arg Cys His Glu Gly 
130 135 140 



Gly Gin Ser Tyr Lys He Gly Asp Thr Trp Arg Arg Pro His Glu Thr 
145 150 155 160 



Gly Gly Tyr Met Leu Glu Cys Val Cys Leu Gly Asn Gly Lys Gly Glu 
165 170 175 



Trp Thr Cys Lys Pro He Ala Glu Lys Cys Phe Asp His Ala Ala Gly 
180 185 190 



Thr Ser Tyr Val Val Gly Glu Thr Trp Glu Lys Pro Tyr Gin Gly Trp 
195 200 205 



Met Met Val Asp Cys Thr Cys Uu Gly Glu Gly Ser Gly Arg He Thr 
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#M2 0 0 3- 
215 



18 19 15 
220 
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Cys Thr Ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser Tyr 
225 230 235 240 



Arg He Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu Leu 
245 250 255 



Gin Cys He Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu Arg 
260 265 270 



His Thr Ser Val Gin Thr Thr Ser Ser Gly Ser Gly Pro Phe Thr Asp 
275 280 285 



Val Arg Ala Ala Val Tyr Gin Pro Gin Pro His Pro Gin Pro Pro Pro 
290 295 300 



Tyr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser Val Gly Met 
305 310 315 320 



Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Leu Cys Thr Cys Leu 
325 330 335 
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Gly Asn Gly Val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr Gly 
340 345 350 



Gly Asn Ser Asn Gly Glu Pro Cys Val Leu Pro Phe Thr Tyr Asn Gly 
355 360 365 



Arg Thr Asp Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser 
370 375 380 



Phe Cys Thr Asp His Thr Val Leu Val Gin Thr Arg Gly Gly Asn Ser 
385 390 395 400 



Asn Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr 
405 410 415 



Thr Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly 
420 425 430 



Thr Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met 
435 440 445 
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Ala Ala His Glu Glu He Cys Thr Thr Asn Glu Gly Val Met Tyr Arg 
450 455 460 

He Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg 
465 470 475 480 



Cys Thr Cys Val Gly Asn Gly Arg Gly Glu Trp Thr Cys He Ala Tyr 
485 490 495 



Ser Gin Leu Arg Asp Gin Cys He Val Asp Asp He Thr Tyr Asn Val 
500 505 510 



Asn Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys 
515 520 525 



Thr Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp 
530 535 540 



Gin Cys Gin Asp Ser Glu Thr Gly Thr Phe Tyr Gin He Gly Asp Ser 
545 550 555 560 
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Trp Glu Lys Tyr Val His Gly Val Arg Tyr Gin Cys Tyr Cys Tyr Gly 
565 570 575 



Arg Gly He Gly Glu Trp His Cys Gin Pro Leu Gin Thr Tyr Pro Ser 
580 585 590 



Ser Ser Gly Pro Val Glu Val Phe He Thr Glu Thr Pro Ser Gin Pro 
595 600 605 



Asn Ser His Pro He Gin Trp Asn Ala Pro Gin Pro Ser His He Ser 
610 615 620 



Lys Tyr He Leu Arg Trp Arg Pro Val Ser He Pro Pro Arg Asn Leu 
625 630 635 640 



Gly Tyr 



<210> 3 

<211> 1437 

<212> DNA 

<213> Mus musculus 
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<220> 

<221> CDS 

<222> (1) . . (1437) 

<223> vitronectin 



<400> 3 

atg gca ccc ctg agg ccc ttt ttc ata eta gcc ctg gtg gca tgg gtt 48 
Met Ala Pro Leu Arg Pro Phe Phe He Leu Ala Leu Val Ala Trp Val 
15 10 15 

tct ctg get gac caa gag tea tgc aag ggc ege tge act cag ggt ttc 96 
Ser Leu Ala Asp Gin Glu Ser Cys Lys Gly Arg Cys Thr Gin Gly Phe 
20 25 30 

atg gee age aag aag tgt eag tgt gac gag ctt tgc act tae tat cag 144 
Met Ala Ser Lys Lys Cys Gin Cys Asp Glu Leu Cys Thr Tyr Tyr Gin 
35 40 45 

age tge tgt gee gac tae atg gag eag tgc aag ccc caa gta aeg egg 192 
Ser Cys Cys Ala Asp Tyr Met Glu Gin Cys Lys Pro Gin Val Thr Arg 
50 55 60 

ggg gac gtg ttc act atg cea gag gat gat tat tgg age tat gac tae 240 
Gly Asp Val Phe Thr Met Pro Glu Asp Asp Tyr Trp Ser Tyr Asp Tyr 
65 70 75 80 

gtg gag gag ccc aag aac aat ace aae ace ggt gtg caa ccc gag aac 288 
Val Glu Glu Pro Lys Asn Asn Thr Asn Thr Gly Val Gin Pro Glu Asn 
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#M2003-181915 -^-v^^ : 212/ 

85 90 95 

acc tct cca ccc ggt gac eta aat cct egg acg gac ggc act eta aag 336 
Thr Ser Pro Pro Gly Asp Leu Asn Pro Arg Thr Asp Gly Thr Leu Lys 
100 105 110 

ccg aea gee ttc eta gat eet gag gaa cag cea age aee cca gcg cct 384 
Pro Thr Ala Phe Leu Asp Pro Glu Glu Gin Pro Ser Thr Pro Ala Pro 
115 120 125 

aaa gtg gag eaa cag gag gag ate eta agg eec gac acc act gat caa 432 
Lys Val Glu Gin Gin Glu Glu He Leu Arg Pro Asp Thr Thr Asp Gin 
130 135 140 



aaa ctt ate eaa gat gtc tgg gge att gag gge eec ate gat get gee 
Lys Uu He Gin Asp Val Trp Gly He Glu Gly Pro He Asp Ala Ala 
195 200 205 



480 



ggg ace cct gag ttt cea gag gaa gaa etg tgc agt gga aag ccc ttt 
Gly Thr Pro Glu Phe Pro Glu Glu Glu Leu Cys Ser Gly Lys Pro Phe 
145 150 155 160 



gae gee ttc acg gat etc aag aat ggg tec etc ttt gee ttc ega ggg 528 
Asp Ala Phe Thr Asp Leu Lys Asn Gly Ser Leu Phe Ala Phe Arg Gly 
165 170 175 

eag tae cge tgt gag eta gat gag acg gca gtg agg eet ggg tae ccc 576 
Gin Tyr Arg Cys Glu Leu Asp Glu Thr Ala Val Arg Pro Gly Tyr Pro 
180 185 190 



624 
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ttc act cgc ate aac tgt cag ggg aag acc tac ttg ttc aag ggt agt 
Phe Thr Arg He Asn Cys Gin Gly Lys Thr Tyr Uu Phe Lys Gly Ser 
210 215 220 



672 



cag tac tgg cgc ttt gag gat ggg gtc ctg gac cct ggt tat ccc cga 
Gin Tyr Trp Arg Phe Glu Asp Gly Val Leu Asp Pro Gly Tyr Pro Arg 

230 235 240 



225 



720 



aac ate tec gaa ggc ttc agt ggc ata eca gac aat gtt gat gca gcg 
Asn He Ser Glu Gly Phe Ser Gly He Pro Asp Asn Val Asp Ala Ala 
245 250 255 



768 



ttc gee ett cct gee cac cgt tac agt ggc egg gaa agg gtc tac ttc 
Phe Ala Leu Pro Ala His Arg Tyr Ser Gly Arg Glu Arg Val Tyr Phe 
260 265 270 



816 



ttc aag ggg aag cag tac tgg gag cac gaa ttt cag cag caa ccc age 
Phe Lys Gly Lys Gin Tyr Trp Glu His Glu Phe Gin Gin Gin Pro Ser 
275 280 285 



864 



cag gag gag tgc gaa ggc age tct ctg tea gee gtg ttt gag cac ttt 
Gin Glu Glu Cys Glu Gly Ser Ser Leu Ser Ala Val Phe Glu His Phe 
290 295 300 



912 



gee ttg ett cag egg gac age tgg gag aac att ttc gaa etc etc ttc 
Ala Leu Leu Gin Arg Asp Ser Trp Glu Asn He Phe Glu Uu Leu Phe 
305 310 315 320 



960 
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tgg ggc aga tec tct gat gga gcc aga gaa ccc caa ttc ate age egg 
Trp Gly Arg Ser Ser Asp Gly Ala Arg Glu Pro Gin Phe He Ser Arg 
325 330 335 



1008 



aac tgg cat ggt gtg cca ggg aaa gtg gac get get atg gcc ggc cgc 
Asn Trp His Gly Val Pro Gly Lys Val Asp Ala Ala Met Ala Gly Arg 
340 345 350 



1056 



ate tac gtc act ^c tee tta tee cac tct gcc caa gee aaa aaa cag 
He Tyr Val Thr Gly Ser Leu Ser His Ser Ala Gin Ala Lys Lys Gin 
355 360 365 



1104 



ccg tct aag cgt aga age ega aag cgc tat egt tea cgc ega ggg cgt 
Pro Ser Lys Arg Arg Ser Arg Lys Arg Tyr Arg Ser Arg Arg Gly Arg 
370 375 380 



1152 



ggc cac aga cgc age cag age teg aac tec egt cgt tea tea egt tea 
Gly His Arg Arg Ser Gin Ser Ser Asn Ser Arg Arg Ser Ser Arg Ser 
385 390 395 400 



1200 



ate tgg ttc tct ttg ttc tec age gag gag agt ggg eta gga ace tac 
He Trp Phe Ser Leu Phe Ser Ser Glu Glu Ser Gly Leu Gly Thr Tyr 
405 410 415 



1248 



aac aac tat gat tat gat atg gac tgg ett gta cet gee ace tge gag 
Asn Asn Tyr Asp Tyr Asp Met Asp Trp Leu Val Pro Ala Thr Cys Glu 
420 425 430 



1296 



ccc att cag age gtc tat ttc ttc tct gga gac aaa tac tac ega gtc 



1344 
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Pro He Gin Ser Val Tyr Phe Phe Ser Gly Asp Lys Tyr Tyr Arg Val 
435 440 445 

aac ctt aga acc egg cga gtg gac tct gtg aat cct ccc tac cca cgc 1392 
Asm Leu Arg Thr Arg Arg Val Asp Ser Val Asn Pro Pro Tyr Pro Arg 
450 455 460 



tec att get eag tat tgg etg gge tgc ecg acc tct gag aag tag 
Ser He Ala Gin Tyr Trp Leu Gly Cys Pro Thr Ser Glu Lys 
465 470 475 



<210> 4 

<211> 478 

<212> PRT 

<213> Mus musculus 

<400> 4 

Met Ala Pro Leu Arg Pro Phe Phe He Leu Ala Leu Val Ala Trp Val 
15 10 15 



Ser Leu Ala Asp Gin Glu Ser Cys Lys Gly Arg Cys Thr Gin Gly Phe 
20 25 30 



1437 



Met Ala Ser Lys Lys Cys Gin Cys Asp Glu Leu Cys Thr Tyr Tyr Gin 
35 40 45 
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Ser Cys Cys Ala Asp Tyr Met Glu Gin Cys Lys Pro Gin Val Thr Arg 
50 55 60 



Gly Asp Val Phe Thr Met Pro Glu Asp Asp Tyr Trp Ser Tyr Asp Tyr 
65 70 75 80 



Val Glu Glu Pro Lys Asn Asn Thr Asn Thr Gly Val Gin Pro Glu Asn 
85 90 95 



Thr Ser Pro Pro Gly Asp Leu Asn Pro Arg Thr Asp Gly Thr Leu Lys 
100 105 110 



Pro Thr Ala Phe Leu Asp Pro Glu Glu Gin Pro Ser Thr Pro Ala Pro 
115 120 125 



Lys Val Glu Gin Gin Glu Glu He Leu Arg Pro Asp Thr Thr Asp Gin 
130 135 140 



Gly Thr Pro Glu Phe Pro Glu Glu Glu Leu Cys Ser Gly Lys Pro Phe 
145 150 155 160 
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Asp Ala Phe Thr Asp Leu Lys Asn Gly Ser Leu Phe Ala Phe Arg Gly 
165 170 175 



Gin Tyr Arg Cys Glu Leu Asp Glu Thr Ala Val Arg Pro Gly Tyr Pro 
180 185 190 



Lys Leu He Gin Asp Val Trp Gly He Glu Gly Pro He Asp Ala Ala 
195 200 205 



Phe Thr Arg He Asn Cys Gin Gly Lys Thr Tyr Leu Phe Lys Gly Ser 
210 215 220 



Gin Tyr Trp Arg Phe Glu Asp Gly Val Leu Asp Pro Gly Tyr Pro Arg 
225 230 235 240 



Asn He Ser Glu Gly Phe Ser Gly He Pro Asp Asn Val Asp Ala Ala 
245 250 255 



Phe Ala Leu Pro Ala His Arg Tyr Ser Gly Arg Glu Arg Val Tyr Phe 
260 265 270 
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Phe Lys Gly Lys Gin Tyr Trp Glu His Glu Phe Gin Gin Gin Pro Ser 
275 280 285 



Gin Glu Glu Cys Glu Gly Ser Ser Leu Ser Ala Val Phe Glu His Phe 
290 295 300 



Ala Leu Leu Gin Arg Asp Ser Trp Glu Asn He Phe Glu Leu Leu Phe 
305 310 315 320 



Trp Gly Arg Ser Ser Asp Gly Ala Arg Glu Pro Gin Phe He Ser Arg 
325 330 335 



Asn Trp His Gly Val Pro Gly Lys Val Asp Ala Ala Met Ala Gly Arg 
340 345 350 



He Tyr Val Thr Gly Ser Leu Ser His Ser Ala Gin Ala Lys Lys Gin 
355 360 365 



Pro Ser Lys Arg Arg Ser Arg Lys Arg Tyr Arg Ser Arg Arg Gly Arg 
370 375 380 



Gly His Arg Arg Ser Gin Ser Ser Asn Ser Arg Arg Ser Ser Arg Ser 
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400 



He Trp Phe Ser Leu Phe Ser Ser Glu Glu Ser Gly Leu Gly Thr Tyr 
405 410 415 



Asn Asn Tyr Asp Tyr Asp Met Asp Trp Leu Val Pro Ala Thr Cys Glu 
420 425 430 



Pro He Gin Ser Val Tyr Phe Phe Ser Gly Asp Lys Tyr Tyr Arg Val 
435 440 445 

Asn Leu Arg Thr Arg Arg Val Asp Ser Val Asn Pro Pro Tyr Pro Arg 
450 455 . 460 



Ser He Ala Gin Tyr Trp Uu Gly Cys Pro Thr Ser Glu Lys 
465 470 475 



<210> 5 

<211> 9511 

<212> DNA 

<213> Mus musculus 

<220> 
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<221> CDS 

<222> (121).. (9372) 

<223> laininin-2 alpha chain 



<400> 5 

ggcacgagct gcaactccgt gggctccggg aggagtggat ctgctccggc caggatgcct 



cag egg cga cag tec caa gcg cat caa cag aga ggt tta ttt cct get 
Gin Arg Arg Gin Ser Gin Ala His Gin Gin Arg Gly Leu Phe Pro Ala 
15 10 15 

gtc ctg aat ett get teg aat gca etc ate aea ace aat get aca tgt 
Val Leu Asn Leu Ala Ser Asn Ala Leu He Thr Thr Asn Ala Thr Cys 
20 25 30 

ggg gaa aaa gga cec gag atg tac tgc aag ttg gtg gaa eat gtc ecc 
Gly Glu Lys Gly Pro Glu Met Tyr Cys Lys Leu Val Glu His Val Pro 
35 40 45 

ggg cag cct gtg agg aac cct cag tgc cga ate tgc aat cag aac age 
Gly Gin Pro Val Arg Asn Pro Gin Cys Arg He Cys Asn Gin Asn Ser 
50 55 60 

age aat cca tac cag agg cae ccg att aeg aat get att gat gge aag 
Ser Asn Pro Tyr Gin Arg His Pro He Thr Asn Ala He Asp Gly Lys 
65 70 75 80 



60 



gcggccaccg ccgggatcct cttgctcctg ctcttgggga cgctcgaagg ctcccagact 120 



168 



216 



264 



312 



360 
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aac aca tgg tgg cag agt ccc agt ate aag aat gga gtg gaa tac cat 
Asn Thr Trp Trp Gin Ser Pro Ser He Lys Asn Gly Val Glu Tyr His 
85 90 95 



408 



tat gtg aca att act ctg gat tta cag cag gtg ttc cag att gcc tac 
Tyr Val Thr He Thr Leu Asp Leu Gin Gin Val Phe Gin He Ala Tyr 
100 105 110 



456 



gta att gtg aag gca gcc aat tec cct egg cct gga aac tgg att ttg 
Val He Val Lys Ala Ala Asn Ser Pro Arg Pro Gly Asn Trp He Leu 
115 120 125 



504 



gaa cgt tec ctg gat gae gtg gag tac aaa ccc tgg cag tat cat gcg 
Glu Arg Ser Leu Asp Asp Val Glu Tyr Lys Pro Trp Gin Tyr His Ala 
130 135 140 



552 



gtg aca gac acg gag tgc ctg ace etc tac aat ate tat ccc cgc act 
Val Thr Asp Thr Glu Cys Leu Thr Leu Tyr Asn He Tyr Pro Arg Thr 
145 150 155 160 



600 



gga cea cea tec tac gcc aaa gat gat gag gtc ate tgc act tea ttt 
Gly Pro Pro Ser Tyr Ala Lys Asp Asp Glu Val He Cys Thr Ser Phe 
165 170 175 



648 



tat teg aag ate cac cct tta gaa aat gga gag att cac att tct ttg 
Tyr Ser Lys He His Pro Leu Glu Asn Gly Glu He His He Ser Leu 
180 185 190 



696 
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ate aat ggg aga cca agt get gat gae cce tec cct gaa etc etg gaa 
He Asn Gly Arg Pro Ser Ala Asp Asp Pro Ser Pro Glu Leu Leu Glu 
195 200 205 



744 



ttc aee tet get egc tac att cge ctg aga ttt eag agg ate cgc ace 
Phe Thr Ser Ala Arg Tyr He Arg Leu Arg Phe Gin Arg He Arg Thr 
210 215 220 



792 



ttg aat gca gae ttg atg atg ttt get eae aaa gae eec aga gaa ate 
Leu Asn Ala Asp Leu Met Met Phe Ala His Lys Asp Pro Arg Glu He 
225 230 235 240 



840 



gat cee att gtc aea ega aga tat tae tat tet gte aag gat att tea 
Asp Pro He Val Thr Arg Arg Tyr Tyr Tyr Ser Val Lys Asp He Ser 
245 250 255 



888 



gtt gge ggg atg tge ate tgt tat ggt eat gee egg get tgt eca ctt 
Val Gly Gly Met Cys He Cys Tyr Gly His Ala Arg Ala Cys Pro Leu 
260 265 270 



936 



gae cet gea aea aat aaa tea egc tgt gag tgt gaa cat aae acc tgt 
Asp Pro Ala Thr Asn Lys Ser Arg Cys Glu Cys Glu His Asn Thr Cys 
275 280 285 



984 



ggg gaa age tgt gae agg tge tgt eca gga tte eat cag aag cct tgg 
Gly Glu Ser Cys Asp Arg Cys Cys Pro Gly Phe His Gin Lys Pro Trp 
290 295 300 

aga get gga acc ttc etc ace aag tet gag tgt gaa gca tge aat tgt 



1032 



1080 
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Arg Ala Gly Thr Phe Uu Thr Lys Ser Glu Cys Glu Ala Cys Asn Cys 
305 310 315 320 

cac gga aaa get gag gaa tgc tat tat gat gaa act gtt get age aga 1128 
His Gly Lys Ala Glu Glu Cys Tyr Tyr Asp Glu Thr Val Ala Ser Arg 
325 330 335 

aat eta agt tta aat ata eat ggg aag tae ate gga ggg ggt gtg tgc 1176 
Asn Leu Ser Leu Asn He His Gly Lys Tyr He Gly Gly Gly Val Cys 
340 345 350 

ate aae tgc aea eat aae aeg get ggg ata aat tgt gag aca tgt gtt 1224 
He Asn Cys Thr His Asn Thr Ala Gly He Asn Cys Glu Thr Cys Val 
355 360 365 

gat gga tte tte aga cec aaa ggg gtg tea eca aat tat eca aga cca 1272 
Asp Gly Phe Phe Arg Pro Lys Gly Val Ser Pro Asn Tyr Pro Arg Pro 
370 375 380 

tgc eag cca tgt cac tgt gat cca act ggc tec ett agt gaa gtc tgt 
Cys Gin Pro Cys His Cys Asp Pro Thr Gly Ser Leu Ser Glu Val Cys 
385 390 395 400 

gtc aaa gat gag aaa tae gee eag ega ggg ttg aaa ect gga tec tgt 
Val Lys Asp Glu Lys Tyr Ala Gin Arg Gly Leu Lys Pro Gly Ser Cys 
405 410 415 

cac tgc aaa act ggc ttt gga ggc gtg aae tgt gat egc tgt gtc agg 1416 
His Cys Lys Thr Gly Phe Gly Gly Val Asn Cys Asp Arg Cys Val Arg 



1320 



1368 



aiiE# 2004-3066966 



#11 2003-181915 



y<-'J: 224/ 



420 



425 



430 



ggt tac cat ggt tac cca gac tgc caa ccc tgt aac tgt agt ggc ttg 
Gly Tyr His Gly Tyr Pro Asp Cys Gin Pro Cys Asn Cys Ser Gly Leu 
435 440 445 



1464 



ggg age aca aat gag gac cct tgc gtt ggg ccc tgt age tgt aag gag 
Gly Ser Thr Asn Glu Asp Pro Cys Val Gly Pro Cys Ser Cys Lys Glu 
450 455 460 



1512 



aat gtt gaa ggt gaa gac tgt agt cgt tgc aaa tct ggt ttc ttc aac 
Asn Val Glu Gly Glu Asp Cys Ser Arg Cys Lys Ser Gly Phe Phe Asn 
465 470 475 480 



1560 



ttg caa gaa gat aat cag aaa ggc tgt gag gag tgt ttc tgt tea gga 
Leu Gin Glu Asp Asn Gin Lys Gly Cys Glu Glu Cys Phe Cys Ser Gly 
485 490 495 



1608 



gta tea aac aga tgt cag agt tec tac tgg ace tat ggg aat att caa 
Val Ser Asn Arg Cys Gin Ser Ser Tyr Trp Thr Tyr Gly Asn He Gin 
500 505 510 

gac atg cgt ggt tgg tat etc aca gac etc tct ggc cgc att egg atg 
Asp Met Arg Gly Trp Tyr Leu Thr Asp Leu Ser Gly Arg He Arg Met 
515 520 525 



1656 



1704 



get ccc cag ctt gat aac cct gac tea cct cag cag ate age ate agt 
Ala Pro Gin Leu Asp Asn Pro Asp Ser Pro Gin Gin He Ser He Ser 
530 535 540 



1752 
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aac tct gag gcc egg aaa tec ctg ett gat ggt tac tac tgg agt gea 
Asn Ser Glu Ala Arg Lys Ser Leu Leu Asp Gly Tyr Tyr Trp Ser Ala 
545 550 555 560 



1800 



ecg ect eea tat ctg gga aac aga ett cea get gtt ggg gga cag ttg 
Pro Pro Pro Tyr Leu Gly Asn Arg Leu Pro Ala Val Gly Gly Gin Leu 
565 570 575 



1848 



tea ttt ace ate tea tat gae etc gaa gaa gag gaa gac gat aca gaa 
Ser Phe Thr He Ser Tyr Asp Leu Glu Glu Glu Glu Asp Asp Thr Glu 
580 585 590 



1896 



aaa etc ett cag ctg atg att ate ttt gag gga aat gac tta aga ate 
Lys Uu Leu Gin Leu Met He He Phe Glu Gly Asn Asp Leu Arg He 
595 600 605 



1944 



age aea geg tat aag gag gtg tac tta gag eea tct gaa gaa eac gtt 
Ser Thr Ala Tyr Lys Glu Val Tyr Leu Glu Pro Ser Glu Glu His Val 
610 615 620 



1992 



gag gag gtg tea etc aaa gaa gag gee ttt act ata cat gga aca aat 
Glu Glu Val Ser Leu Lys Glu Glu Ala Phe Thr He His Gly Thr Asn 
625 630 635 640 



2040 



ttg cea gtc act aga aaa gat ttc atg att gtt etc aca aat ttg gga 
Leu Pro Val Thr Arg Lys Asp Phe Met He Val Leu Thr Asn Leu Gly 
645 650 655 



2088 
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gag ate ctt ate caa ate aea tac aac tta ggg atg gac gee ate ttc 
Glu He Uu lie Gin He Thr Tyr Asn Leu Gly Met Asp Ala He Phe 
660 665 670 



2136 



agg etg agt tet gte aat ett gaa tet ect gte eet tat cet aet gat 
Arg Leu Ser Ser Val Asn Leu Glu Ser Pro Val Pro Tyr Pro Thr Asp 
675 680 685 



2184 



aga cgt att gea aet gat gtg gaa gtt tgc eag tgt eea cet ggg tae 
Arg Arg He Ala Thr Asp Val Glu Val Cys Gin Cys Pro Pro Gly Tyr 
690 695 700 



2232 



agt gge age tet tgt gaa aea tgt tgg cet agg cac ega aga gtt aac 
Ser Gly Ser Ser Cys Glu Thr Cys Trp Pro Arg His Arg Arg Val Asn 
705 710 715 720 



2280 



gge ace att ttt ggt gge att tgt gaa cea tgt eag tgc ttt get eat 
Gly Thr He Phe Gly Gly He Cys Glu Pro Cys Gin Cys Phe Ala His 
725 730 735 



2328 



gea gaa gee tgt gat gac ate aea gga gaa tgt etg aac tgt aag gat 
Ala Glu Ala Cys Asp Asp He Thr Gly Glu Cys Leu Asn Cys Lys Asp 
740 745 750 



2376 



cac aea ggt ggg eeg tac tgc aat gaa tgt etc cet gga ttc tat ggt 2424 
His Thr Gly Gly Pro Tyr Cys Asn Glu Cys Leu Pro Gly Phe Tyr Gly 
755 760 765 



gat cet act ega gga age ect gaa gac tgt eag ece tgt gee tgt cea 



2472 
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Asp Pro Thr Arg Gly Ser Pro Glu Asp Cys Gin Pro Cys Ala Cys Pro 
770 775 780 



etc aat ate cca tea aat aae ttt agt eca aca tge eat tta gae egg 
Leu Asn He Pro Ser Asn Asn Phe Ser Pro Thr Cys His Leu Asp Arg 
785 790 795 800 



2520 



agt etg gga ttg ate tgt gae gag tgt ect att ggg tac aca gga ccg 
Ser Leu Gly Leu He Cys Asp Glu Cys Pro He Gly Tyr Thr Gly Pro 
805 810 815 



2568 



cgc tgt gag agg tgt gea gaa ggc tat ttt gga caa ect tee gta ect 
Arg Cys Glu Arg Cys Ala Glu Gly Tyr Phe Gly Gin Pro Ser Val Pro 
820 825 830 



2616 



gga gga tea tgt cag cca tge caa tge aat gae aae ett gae tac tec 
Gly Gly Ser Cys Gin Pro Cys Gin Cys Asn Asp Asn Leu Asp Tyr Ser 
835 840 845 



2664 



ate ect ggc age tgt gae age etg tct ggc tec tgt ctg att tgt aag 
He Pro Gly Ser Cys Asp Ser Leu Ser Gly Ser Cys Leu He Cys Lys 
850 855 860 



2712 



cca ggt aca aca ggc egg tac tgt gag etc tgt get gat ggg tat ttt 
Pro Gly Thr Thr Gly Arg Tyr Cys Glu Leu Cys Ala Asp Gly Tyr Phe 
865 870 875 . 880 



2760 



gga gae gcg gtt aat aca aag aae tgt caa cca tge cgt tgt gat ate 
Gly Asp Ala Val Asn Thr Lys Asn Cys Gin Pro Cys Arg Cys Asp He 



2808 
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885 



890 



895 



aat ggc tec ttc tea gag gat tgt cac aca aga act ggg caa tgt gag 
Asn Gly Ser Phe Ser Glu Asp Cys His Thr Arg Thr Gly Gin Cys Glu 
900 905 910 



2856 



tgc aga ccc aat gtt cag ggg egg cac tgt gac gag tgt aag cet gaa 
Cys Arg Pro Asn Val Gin Gly Arg His Cys Asp Glu Cys Lys Pro Glu 
915 920 925 



2904 



acc ttt ggc ctg caa ctg gga agg ggt tgt ctg ccc tgc aac tgc aat 
Thr Phe Gly Leu Gin Leu Gly Arg Gly Cys Leu Pro Cys Asn Cys Asn 
930 935 940 



2952 



tct ttt ggg tet aag tec ttt gac tgt gaa gea agt ggg cag tgc tgg 
Ser Phe Gly Ser Lys Ser Phe Asp Cys Glu Ala Ser Gly Gin Cys Trp 
945 950 955 960 



3000 



tgc cag cet gga gta gea ggg aag aaa tgt gac egt tgt gee cat ggc 
Cys Gin Pro Gly Val Ala Gly Lys Lys Cys Asp Arg Cys Ala His Gly 
965 970 975 



3048 



tac ttc aac ttc caa gaa gga ggc tgc ata get tgt gac tgt tct cat 
Tyr Phe Asn Phe Gin Glu Gly Gly Cys He Ala Cys Asp Cys Ser His 
980 985 990 



3096 



ctg ggc aac aac tgt gac cca aaa act ggc caa tgc att tgc cca ccc 3144 
Leu Gly Asn Asn Cys Asp Pro Lys Thr Gly Gin Cys He Cys Pro Pro 
995 1000 1005 
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aat acc act gga gaa aag tgt tct gag tgt ctt ccc aac acc tgg 
Asn Thr Thr Gly Glu Lys Cys Ser Glu Cys Leu Pro Asn Thr Trp 
1010 1015 1020 



3189 



ggt cac age att gtc acc ggc tgt aag gtt tgt aac tgc age act 
Gly His Ser He Val Thr Gly Cys Lys Val Cys Asn Cys Ser Thr 
1025 1030 1035 



3234 



gtg ggg tec ttg get tct cag tgc aat gta aac acg ggc cag tgc 
Val Gly Ser Leu Ala Ser Gin Cys Asn Val Asn Thr Gly Gin Cys 
1040 1045 1050 



3279 



age tgt cat cca aaa ttc tct ggt atg aaa tgc tea gag tgc age 
Ser Cys His Pro Lys Phe Ser Gly Met Lys Cys Ser Glu Cys Ser 
1055 1060 1065 



3324 



ega ggt cac tgg aac tat ect etc tgc act eta tgt gac tgc ttc 
Arg Gly His Trp Asn Tyr Pro Leu Cys Thr Leu Cys Asp Cys Phe 
1070 1075 1080 



3369 



ctt cca ggc aca gat gee acg act tgt gat ctg gag act agg aaa 
Leu Pro Gly Thr Asp Ala Thr Thr Cys Asp Leu Glu Thr Arg Lys 
1085 1090 1095 



3414 



tgc tec tgt agt gat caa act gga cag tgc age tgt aag gtg aat 
Cys Ser Cys Ser Asp Gin Thr Gly Gin Cys Ser Cys Lys Val Asn 
1100 1105 1110 



3459 
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gtg gaa ggc gtc cac tgt gac agg tgc egg cct ggc aaa ttt gga 
Val Glu Gly Val His Cys Asp Arg Cys Arg Pro Gly Lys Phe Gly 
1115 1120 1125 



3504 



eta gat gee aag aae cca ett ggc tge age age tge tac tgc ttt 
Leu Asp Ala Lys Asn Pro Leu Gly Cys Ser Ser Cys Tyr Cys Phe 
1130 1135 1140 



3549 



gga gtt act agt caa tgc tet gaa gea aag ggg ctg ate egt acg 
Gly Val Thr Ser Gin Cys Ser Glu Ala Lys Gly Leu He Arg Thr 
1145 1150 1155 



3594 



tgg gtg act ttg agt gat gaa cag ace att eta cct ctg gtg gat 
Trp Val Thr Uu Ser Asp Glu Gin Thr He Leu Pro Leu Val Asp 
1160 1165 1170 



3639 



gag gee ctg cag cac acg act ace aaa ggc att get ttc cag aaa 
Glu Ala Leu Gin His Thr Thr Thr Lys Gly He Ala Phe Gin Lys 
1175 1180 1185 



3684 



cca gag att gtt gea aag atg gat gaa gtc agg caa gag etc eat 
Pro Glu He Val Ala Lys Met Asp Glu Val Arg Gin Glu Leu His 
1190 1195 1200 



3729 



ttg gaa cct ttt tac tgg aaa etc cca caa caa ttt gaa ggg aaa 
Leu Glu Pro Phe Tyr Trp Lys Leu Pro Gin Gin Phe Glu Gly Lys 
1205 1210 1215 

aag ttg atg get tat ggt ggc aaa etc aag tat gee ate tat ttt 



3774 
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Lys Leu Met Ala Tyr Gly Gly Lys Leu Lys Tyr Ala He Tyr Phe 
1220 1225 1230 



gag get egg gat gag aca ggc ttt gee aca tat aaa cct caa gtt 
Glu Ala Arg Asp Glu Thr Gly Phe Ala Thr Tyr Lys Pro Gin Val 
1235 1240 1245 



3864 



ate att cga ggt gga act cct act cat get aga att att acc aga 
He He Arg Gly Gly Thr Pro Thr His Ala Arg He He Thr Arg 
1250 1255 1260 



3909 



cac atg get gcc cct etc att ggc cag ttg aca egg cat gaa ata 
His Met Ala Ala Pro Leu He Gly Gin Leu Thr Arg His Glu He 
1265 1270 1275 



3954 



gaa atg aca gag aaa gaa tgg aaa tat tat ggt gat gat cct cga 
Glu Met Thr Glu Lys Glu Trp Lys Tyr Tyr Gly Asp Asp Pro Arg 
1280 1285 1290 



3999 



ate agt aga act gtg acc cgt gaa gac ttc ttg gat ata eta tat 
He Ser Arg Thr Val Thr Arg Glu Asp Phe Leu Asp He Leu Tyr 
1295 1300 1305 



4044 



gat att cac tat ate ett ate aag get act tat gga aac gtt gtg 
Asp He . His Tyr He Leu He Lys Ala Thr Tyr Gly Asn Val Val 
1310 1315 1320 



4089 



aga caa age cgc att tct gaa ate tec atg gaa gta get gaa cea 
Arg Gin Ser Arg He Ser Glu He Ser Met Glu Val Ala Glu Pro 



4134 
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1325 



1330 



1335 



gga cat gta tta gca ggg age cca cca gca cac ttg ata gaa aga 
Gly His Val Leu Ala Gly Ser Pro Pro Ala His Leu He Glu Arg 
1340 1345 1350 



4179 



tgc gat tgc cct cct ggc tat tct ggc ttg tct tgt gag acg tgt 
Cys Asp Cys Pro Pro Gly Tyr Ser Gly Leu Ser Cys Glu Thr Cys 
1355 1360 1365 



4224 



gca cca gga ttt tac cga ctt cgt tct gaa cca ggt ggg egg act 
Ala Pro Gly Phe Tyr Arg Leu Arg Ser Glu Pro Gly Gly Arg Thr 
1370 1375 1380 



4269 



cct gga cca acc tta ggg acc tgt gtt ccc tgc caa tgt aat gga 
Pro Gly Pro Thr Leu Gly Thr Cys Val Pro Cys Gin Cys Asn Gly 
1385 1390 1395 



4314 



cac age agt cag tgt gat cct gag acc tea gta tgc cag aat tgt 
His Ser Ser Gin Cys Asp Pro Glu Thr Ser Val Cys Gin Asn Cys 
1400 1405 1410 



4359 



cag cat cac act get ggt gac ttc tgt gag egc tgt gee ctt ggc 
Gin His His Thr Ala Gly Asp Phe Cys Glu Arg Cys Ala Leu Gly 
1415 1420 1425 



4404 



tac tat gga ate gte agg gga ttg cca aat gac tgc caa cca tgt 
Tyr Tyr Gly He Val Arg Gly Uu Pro Asn Asp Cys Gin Pro Cys 
1430 1435 1440 



4449 
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get tgt cct ctg att teg ccc age aac aat tte age cee tet tgt 
Ala Cys Pro Leu He Ser Pro Ser Asn Asn Phe Ser Pro Ser Cys 
1445 1450 1455 



4494 



gta ttg gaa ggt ctg gaa gat tac cgt tgc aee gee tgc eea agg 
Val Leu Glu Gly Leu Glu Asp Tyr Arg Cys Thr Ala Cys Pro Arg 
1460 1465 1470 



4539 



gge tat gaa gga cag tac tgt gaa agg tgt gee eea gge tat act 
Gly Tyr Glu Gly Gin Tyr Cys Glu Arg Cys Ala Pro Gly Tyr Thr 
1475 1480 1485 



4584 



gge age eea age age ccc gga gge tee tgc eaa gaa tgt gag tgt 
Gly Ser Pro Ser Ser Pro Gly Gly Ser Cys Gin Glu Cys Glu Cys 
1490 1495 1500 



4629 



gae ect tat gge tee eta eeg gtt eee tgt gae egg gtc aea gga 
Asp Pro Tyr Gly Ser Leu Pro Val Pro Cys Asp Arg Val Thr Gly 
1505 1510 1515 



4674 



etc tgc aeg tgc ege ect gga gee aea gga agg aag tgt gat gge 
Leu Cys Thr Cys Arg Pro Gly Ala Thr Gly Arg Lys Cys Asp Gly 
1520 1525 1530 



4719 



tgc gag cae tgg eat gea ege gag ggt gea gag tgt gte ttt tgt 
Cys Glu His Trp His Ala Arg Glu Gly Ala Glu Cys Val Phe Cys 
1535 1540 1545 



4764 
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gga gac gag tgt aca ggc ctt ctt ctt ggt gac ctg get cgt eta 
Gly Asp Glu Cys Thr Gly Leu Leu Leu Gly Asp Leu Ala Arg Leu 
1550 1555 1560 



4809 



gag cag atg acc atg aac ate aae etc acg ggc cea ctg ect get 
Glu Gin Met Thr Met Asn He Asn Leu Thr Gly Pro Leu Pro Ala 
1565 1570 1575 



4854 



cea tat aaa att ctg tat ggt ctt gaa aat aca act cag gaa etc 
Pro Tyr Lys He Leu Tyr Gly Leu Glu Asn Thr Thr Gin Glu Leu 
1580 1585 1590 



4899 



aag cac ctg eta tea ccg caa egg gea cea gag agg etc att cag 
Lys His Leu Leu Ser Pro Gin Arg Ala Pro Glu Arg Leu He Gin 
1595 1600 1605 



4944 



ttg gea gag ggc aac gtg aae aca ctt gtg atg gaa aca aat gag 
Leu Ala Glu Gly Asn Val Asn Thr Leu Val Met Glu Thr Asn Glu 
1610 1615 1620 



4989 



ctg eta ace aga gea acc aaa gtg aca gea gat ggt gag caa aca 
Uu Leu Thr Arg Ala Thr Lys Val Thr Ala Asp Gly Glu Gin Thr 
1625 1630 1635 



5034 



gga caa gat get gag agg acc aac tec aga gea gaa tec ttg gaa 
Gly Gin Asp Ala Glu Arg Thr Asn Ser Arg Ala Glu Ser Leu Glu 
1640 1645 1650 



5079 



gaa ttc att aaa ggg ctt gte cag gat get gaa gee ata aat gaa 



5124 
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Glu Phe He Lys Gly Leu Val Gin Asp Ala Glu Ala He Asn Glu 
1655 1660 1665 

aaa get gta aaa eta aat gaa acc tta gga aat caa gat aag aca 5169 
Lys Ala Val Lys Leu Asn Glu Thr Leu Gly Asn Gin Asp Lys Thr 
1670 1675 1680 



gca gag aga aac ttg gag gag ctt caa aag gaa ate gac egg atg 
Ala Glu Arg Asn Leu Glu Glu Leu Gin Lys Glu He Asp Arg Met 
1685 1690 1695 



5214 



ctg aag gaa ctg aga agt aaa gat ctt caa aca cag aag gaa gtt 
Leu Lys Glu Leu Arg Ser Lys Asp Leu Gin Thr Gin Lys Glu Val 
1700 1705 1710 



5259 



get gag gat gag etc gtg gca gca gaa ggc ctt ctg aag aga gta 
Ala Glu Asp Glu Leu Val Ala Ala Glu Gly Leu Leu Lys Arg Val 
1715 1720 1725 



5304 



aac aag ctg ttt gga gag cec aga gee cag aat gaa gat atg gaa 
Asn Lys Leu Phe Gly Glu Pro Arg Ala Gin Asn Glu Asp Met Glu 
1730 1735 1740 

aag gat etc cag cag aaa ctg gca gag tac aag aac aaa ctt gat 
Lys Asp Leu Gin Gin Lys Leu Ala Glu Tyr Lys Asn Lys Leu Asp 
1745 1750 1755 



5349 



5394 



gat get tgg gat eta ttg aga gaa gee act gat aaa acc cga gat 
Asp Ala Trp Asp Leu Leu Arg Glu Ala Thr Asp Lys Thr Arg Asp 



5439 
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1760 



1765 



1770 



get aat cgt ttg tct get gcc aat caa aaa aac atg acc ata ctg 
Ala Asn Arg Leu Ser Ala Ala Asn Gin Lys Asn Met Thr He Leu 
1775 1780 1785 



5484 



gag aca aag aag gag get att gaa ggt age aaa cga caa ata gag 
Glu Thr Lys Lys Glu Ala He Glu Gly Ser Lys Arg Gin He Glu 
1790 1795 1800 



5529 



aac act tta aag gaa ggc aat gac ate ctt gat gaa gcc aat caa 
Asn Thr Leu Lys Glu Gly Asn Asp He Leu Asp Glu Ala Asn Gin 
1805 1810 1815 



5574 



etc tta ggt gaa ate aac tea gtc ata gat tat gtc gac gac att 
Leu Leu Gly Glu He Asn Ser Val He Asp Tyr Val Asp Asp He 
1820 1825 1830 



5619 



aaa act aag ttg eca cea atg tec gag gag ctg agt gac aaa ata 
Lys Thr Lys Leu Pro Pro Met Ser Glu Glu Leu Ser Asp Lys He 
1835 1840 1845 



5664 



gat gac etc gee cag gaa ata aag gac aga agg ctt get gag aag 
Asp Asp Leu Ala Gin Glu He Lys Asp Arg Arg Leu Ala Glu Lys 
1850 1855 I860 



5709 



gtg tte cag get gag age eat get get cag ctg aac gac teg tct 
Val Phe Gin Ala Glu Ser His Ala Ala Gin Leu Asn Asp Ser Ser 
1865 1870 1875 



5754 
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get gta ctt gat gga ate ctg gat gag get aag aac ate tct tte 
Ala Val Leu Asp Gly He Leu Asp Glu Ala Lys Asn He Ser Phe 
1880 1885 1890 



5799 



aat gcc acg gca gee tte aga get tae agt aat att aaa gae tae 
Asn Ala Thr Ala Ala Phe Arg Ala Tyr Ser Asn He Lys Asp Tyr 
1895 1900 1905 



5844 



att gat gaa get gag aaa gtg gcc aga gaa gee aaa gag ett gee 
He Asp Glu Ala Glu Lys Val Ala Arg Glu Ala Lys Glu Leu Ala 
1910 1915 1920 



5889 



caa ggg get aca aaa ctg gea aea agt eet eag gge tta tta aaa 
Gin Gly Ala Thr Lys Leu Ala Thr Ser Pro Gin Gly Leu Leu Lys 
1925 1930 1935 



5934 



gaa gat gcc aaa gge tee ett eag aaa age tte agg ate etc aat 
Glu Asp Ala Lys Gly Ser Leu Gin Lys Ser Phe Arg He Leu Asn 
1940 1945 1950 



5979 



gaa gcc aag aag eta gca aac gat gtg aaa gga aat eae aat gat 
Glu Ala Lys Lys Leu Ala Asn Asp Val Lys Gly Asn His Asn Asp 
1955 I960 1965 



6024 



eta aat gae ctg aaa ace agg tta gaa act get gae ett aga aae 
Leu Asn Asp Uu Lys Thr Arg Leu Glu Thr Ala Asp Leu Arg Asn 
1970 1975 1980 



6069 
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agt gga ctt eta gga get eta aat gac ace atg gac aag tta tea 
Ser Gly Leu Leu Gly Ala Leu Asn Asp Thr Met Asp Lys Leu Ser 
1985 1990 1995 



6114 



gee att aca aat gae aeg get get aaa etg eag get gte aaa gag 
Ala He Thr Asn Asp Thr Ala Ala Lys Leu Gin Ala Val Lys Glu 
2000 2005 2010 



6159 



aaa gee aga gaa gee aat gae aea gea aaa get gte etg gee eag 
Lys Ala Arg Glu Ala Asn Asp Thr Ala Lys Ala Val Leu Ala Gin 
2015 2020 2025 



6204 



gtt aag gae etg eat eag aae eta gat gge etg aag eaa aae tae 
Val Lys Asp Leu His Gin Asn Leu Asp Gly Leu Lys Gin Asn Tyr 
2030 2035 2040 



6249 



aat aaa etg gea gae age gtg gee aaa aeg aae get gtg gtg aaa 
Asn Lys Leu Ala Asp Ser Val Ala Lys Thr Asn Ala Val Val Lys 
2045 2050 2055 



6294 



gat eet tee aaa aae aaa ate att gea gat gea gge aet tee gtg 
Asp Pro Ser Lys Asn Lys He He Ala Asp Ala Gly Thr Ser Val 
2060 2065 2070 

aga aat eta gaa eag gaa get gac egg eta ate gae aaa ete aag 
Arg Asn Leu Glu Gin Glu Ala Asp Arg Uu He Asp Lys Leu Lys 
2075 2080 2085 



6339 



6384 



eee ate aag gag ett gag gae aae eta aag aaa aae att tet gaa 



6429 
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Pro He Lys Glu Leu Glu Asp Asn Leu Lys Lys Asn He Ser Glu 
2090 2095 2100 



ata aag gaa ctg ate aac caa get egg aaa caa get aae tct ate 
He Lys Glu Leu He Asn Gin Ala Arg Lys Gin Ala Asn Ser He 
2105 2110 2115 



6474 



aaa gta tct gtt tct teg gga ggt gac tgt gtt egg aca tac agg 
Lys Val Ser Val Ser Ser Gly Gly Asp Cys Val Arg Thr Tyr Arg 
2120 2125 2130 

cea gaa ate aag aaa gga age tac aat aac ate gtt gte cat gtc 
Pro Glu He Lys Lys Gly Ser Tyr Asn Asn He Val Val His Val 
2135 2140 2145 

aag ace get gtt gee gac aae etc ctt ttt tat ett gga agt gee 
Lys Thr Ala Val Ala Asp Asn Leu Uu Phe Tyr Leu Gly Ser Ala 
2150 2155 2160 



6519 



6564 



6609 



aaa ttt att gac ttt ett get ata gaa atg ege aaa ggc aaa gte 
Lys Phe He Asp Phe Leu Ala He Glu Met Arg Lys Gly Lys Val 
2165 2170 2175 

age tte etc tgg att gtt ggc tct gga gtt ggc ega gta ggg ttt 
Ser Phe Leu Trp He Val Gly Ser Gly Val Gly Arg Val Gly Phe 
2180 2185 2190 

cea gac ttg ace ate gac gac tec tat tgg tac egt att gaa gea 
Pro Asp Leu Thr He Asp Asp Ser Tyr Trp Tyr Arg He Glu Ala 



6654 



6699 



6744 
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tea aga acg gga aga aat gga tct att tct gtg aga get tta gat 
Ser Arg Thr Gly Arg Asn Gly Ser He Ser Val Arg Ala Leu Asp 
2210 2215 2220 



6789 



gga ccc aaa gcc agt atg gta ccc age ace tae cat tea gtg tct 
Gly Pro Lys Ala Ser Met Val Pro Ser Thr Tyr His Ser Val Ser 
2225 2230 2235 



6834 



cct ccc ggg tat act ate eta gat gtg gat gca aat gca atg etg 
Pro Pro Gly Tyr Thr He Leu Asp Val Asp Ala Asn Ala Met Leu 
2240 2245 2250 



6879 



ttt gtt ggt ggc etg aec gga aaa ata aag aag gcc gat get gta 
Phe Val Gly Gly Leu Thr Gly Lys He Lys Lys Ala Asp Ala Val 
2255 2260 2265 



6924 



cgt gtg ate aec ttc ace ggc tgt atg gga gaa aca tac ttt gae 
Arg Val He Thr Phe Thr Gly Cys Met Gly Glu Thr Tyr Phe Asp 
2270 2275 2280 



6969 



aac aaa cct ata ggt tta tgg aac ttc egg gag aaa gaa ggc gac 
Asn Lys Pro He Gly Leu Trp Asn Phe Arg Glu Lys Glu Gly Asp 
2285 2290 2295 



7014 



tgt aag gga tgt act gte age eea eaa gtg gaa gat agt gag ggg 
Cys Lys Gly Cys Thr Val Ser Pro Gin Val Glu Asp Ser Glu Gly 
2300 2305 2310 



7059 
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act att cag ttt gat ggt gaa ggc tat gca tta gtg age egg ccc 
Thr He Gin Phe Asp Gly Glu Gly Tyr Ala Leu Val Ser Arg Pro 
2315 2320 2325 



7104 



ate Ggc tgg tac ccc aac ate tee aea gte atg tte aag tte egg 
He Arg Trp Tyr Pro Asn He Ser Thr Val Met Phe Lys Phe Arg 
2330 2335 2340 



7149 



aca ttt tea tea agt get etc etg atg tat ett gee aea ega gae 
Thr Phe Ser Ser Ser Ala Leu Leu Met Tyr Leu Ala Thr Arg Asp 
2345 2350 2355 



7194 



etg aaa gat tte atg agt gta gag etc agt gat gga eat gtg aaa 
Leu Lys Asp Phe Met Ser Val Glu Leu Ser Asp Gly His Val Lys 
2360 2365 2370 



7239 



gte age tat gae etg ggc tea gga atg act tee gtt gte age aat 
Val Ser Tyr Asp Leu Gly Ser Gly Met Thr Ser Val Val Ser Asn 
2375 2380 2385 



7284 



eaa aac cat aat gat ggg aaa tgg aaa gca tte aeg etg teg egg 
Gin Asn His Asn Asp Gly Lys Trp Lys Ala Phe Thr Leu Ser Arg 
2390 2395 2400 



7329 



att cag aaa caa gee aac ata teg att gte gae ate gat tet aae 
He Gin Lys Gin Ala Asn He Ser He Val Asp He Asp Ser Asn 
2405 2410 2415 



7374 
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cag gag gag aat gta get act tea tct tet gga aac aac ttt ggt 
Gin Glu Glu Asn Val Ala Thr Ser Ser Ser Gly Asn Asn Phe Gly 
2420 2425 2430 



7419 



ctt gae ttg aaa gca gat gac aaa ata tat ttt ggt ggc etg eea 
Leu Asp Leu Lys Ala Asp Asp Lys He Tyr Phe Gly Gly Leu Pro 
2435 2440 2445 



7464 



act etg aga aac ttg agt atg aaa gca agg eca gaa gtc aat gtg 
Thr Leu Arg Asn Leu Ser Met Lys Ala Arg Pro Glu Val Asn Val 
2450 2455 2460 



7509 



aag aaa tac tec ggc tge etc aaa gat att gaa att tea aga aca 
Lys Lys Tyr Ser Gly Cys Leu Lys Asp He Glu He Ser Arg Thr 
2465 2470 2475 



7554 



cct tac aat ata etc age age cet gat tat gtt ggt gtg ace aaa 
Pro Tyr Asn He Leu Ser Ser Pro Asp Tyr Val Gly Val Thr Lys 
2480 2485 2490 



7599 



ggc tgt tea etg gag aat gtt aat aca gtt agt tte cce aag cct 
Gly Cys Ser Leu Glu Asn Val Asn Thr Val Ser Phe Pro Lys Pro 
2495 2500 2505 



7644 



ggt ttt gtg gag ctt gee get gtg tct att gat gtt gga aca gaa 
Gly Phe Val Glu Leu Ala Ala Val Ser He Asp Val Gly Thr Glu 
2510 2515 2520 

ate aat etg tee ttt agt ace agg aac gag tct ggg ate att etc 



7689 



7734 
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He Asn Leu Ser Phe Ser Thr Arg Asn Glu Ser Gly He He Uu 
2525 2530 2535 



ttg gga agt gga ggg aca etc aca cca ccc agg aga aaa egg aga 
Leu Gly Ser Gly Gly Thr Leu Thr Pro Pro Arg Arg Lys Arg Arg 
2540 2545 2550 



7779 



caa ace aca cag get tat tat gee ata ttc etc aac aag ggc cge 
Gin Thr Thr Gin Ala Tyr Tyr Ala He Phe Leu Asn Lys Gly Arg 
2555 2560 2565 



7824 



ttg gaa gtg eat etc tec teg ggg aca egg aca atg agg aaa att 
Leu Glu Val His Leu Ser Ser Gly Thr Arg Thr Met Arg Lys He 
2570 2575 2580 



7869 



gtc ate aaa ecg gag cca aat ttg ttt eat gat ggg aga gaa cat 
Val He Lys Pro Glu Pro Asn Leu Phe His Asp Gly Arg Glu His 
2585 2590 2595 



7914 



tet gtc cac gta gaa aga ace aga ggc ate ttc act gtt caa att 
Ser Val His Val Glu Arg Thr Arg Gly He Phe Thr Val Gin He 
2600 2605 2610 



7959 



gat gaa gae aga aga cat ate caa aac ctg aca gag gaa cag ccc 
Asp Glu Asp Arg Arg His He Gin Asn Leu Thr Glu Glu Gin Pro 
2615 2620 2625 



8004 



ate gaa gtg aaa aag etc ttt gtc ggg ggt get cet ect gaa ttt 
He Glu Val Lys Lys Uu Phe Val Gly Gly Ala Pro Pro Glu Phe 



8049 
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2630 



2635 



2640 



cag ccc tec cca etc agg aat att ccg gcc ttt caa ggc tgt gtg 
Gin Pro Ser Pro Leu Arg Asn He Pro Ala Phe Gin Gly Cys Val 
2645 2650 2655 



8094 



tgg aac ctt gtt att aac tec ate ccc atg gac ttt gcg cag cct 
Trp Asn Leu Val He Asn Ser He Pro Met Asp Phe Ala Gin Pro 
2660 2665 2670 



8139 



ata gcc ttc aaa aat gcc gac att ggt cgc tgt acc tat caa aag 
He Ala Phe Lys Asn Ala Asp He Gly Arg Cys Thr Tyr Gin Lys 
2675 2680 2685 



8184 



ccc egg gaa gat gag agt gaa gea gtt cca get gaa gtt att gtc 
Pro Arg Glu Asp Glu Ser Glu Ala Val Pro Ala Glu Val He Val 
2690 2695 2700 



8229 



cag cct cag teg gtg ccc ace cct gcc ttc cct ttc cca gtc ccc 
Gin Pro Gin Ser Val Pro Thr Pro Ala Phe Pro Phe Pro Val Pro 
2705 2710 2715 



8274 



acc atg gtg cat ggc cct tgt gtt gea gaa tea gaa cca get ctt 
Thr Met Val His Gly Pro Cys Val Ala Glu Ser Glu Pro Ala Leu 
2720 2725 2730 



8319 



ctg aca ggg age aag cag ttt ggg ctt tec aga aac age cac att 
Leu Thr Gly Ser Lys Gin Phe Gly Leu Ser Arg Asn Ser His He 
2735 2740 2745 



8364 
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gca att gtc ttt gat gac acc aaa gtt aaa aac cgc etc acc att 
Ala He Val Phe Asp Asp Thr Lys Val Lys Asn Arg Leu Thr He 
2750 2755 2760 



8409 



gag ctg gag gta cga act gaa get gaa tea gge ttg ete tte tae 
Glu Uu Glu Val Arg Thr Glu Ala Glu Ser Gly Leu Leu Phe Tyr 
2765 2770 2775 



8454 



atg ggt egg ate aat eat get gat ttt ggt aet gtt eag etg agg 
Met Gly Arg He Asn His Ala Asp Phe Gly Thr Val Gin Leu Arg 
2780 2785 2790 



8499 



aat ggg tte eeg tte tte agt tat gat ttg ggg agt ggg age aee 
Asn Gly Phe Pro Phe Phe Ser Tyr Asp Leu Gly Ser Gly Ser Thr 
2795 2800 2805 



8544 



aga aee atg ate eee aea aaa ate aae gat ggt eag tgg eae aag 
Arg Thr Met He Pro Thr Lys He Asn Asp Gly Gin Trp His Lys 
2810 2815 2820 



8589 



att aag att gtg aga gtg aag eag gag gga att ett tat gtg gat 
He Lys He Val Arg Val Lys Gin Glu Gly He Leu Tyr Val Asp 
2825 2830 2835 



8634 



gat gee tee age eaa aee ate agt ccc aag aaa gee gae ate ctg 
Asp Ala Ser Ser Gin Thr He Ser Pro Lys Lys Ala Asp He Leu 
2840 2845 2850 



8679 
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gat gtc ggg ggg att ctg tat gtc ggt gga ttg ccg ate aac tat 
Asp Val Gly Gly He Leu Tyr Val Gly Gly Leu Pro He Asn Tyr 
2855 2860 2865 



8724 



acc aca cgc aga att ggt cca gtg act tac age ctg gat ggc tgt 
Thr Thr Arg Arg He Gly Pro Val Thr Tyr Ser Leu Asp Gly Cys 
2870 2875 2880 



8769 



gtt agg aat ctt cac atg gaa caa gcc cct gtt gat ctg gac cag 
Val Arg Asn Leu His Met Glu Gin Ala Pro Val Asp Leu Asp Gin 
2885 2890 2895 



8814 



cct acc tec age ttt cac gtt ggg aca tgc ttt gcg aat gea gag 
Pro Thr Ser Ser Phe His Val Gly Thr Cys Phe Ala Asn Ala Glu 
2900 2905 2910 



8859 



agt ggg act tac ttt gat gga acc ggt ttt ggt aaa gea gtt ggt 
Ser Gly Thr Tyr Phe Asp Gly Thr Gly Phe Gly Lys Ala Val Gly 
2915 2920 2925 



8904 



ggg ttc ate gtt gga ttg gac ctt ctt gtg gaa ttt gaa tte cgt 
Gly Phe He Val Gly Leu Asp Leu Leu Val Glu Phe Glu Phe Arg 
2930 2935 2940 



8949 



acc aca aga cec act ggg gtc etc ctg ggg ate age agt cag aag 
Thr Thr Arg Pro Thr Gly Val Leu Leu Gly He Ser Ser Gin Lys 



8994 
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2945 



2950 



2955 



atg gat gga atg ggt att gaa atg ate gac gag aag ctt atg ttc 
Met Asp Gly Met Gly He Glu Met He Asp Glu Lys Leu Met Phe 
2960 2965 2970 



9039 



cac gtg gat aat ggc get ggc cga ttc act gca att tat gat get 
His Val Asp Asn Gly Ala Gly Arg Phe Thr Ala He Tyr Asp Ala 
2975 2980 2985 



9084 



gag ate cca ggc cac atg tgc aat gga cag tgg tat aaa gtc act 
Glu He Pro Gly His Met Cys Asn Gly Gin Trp Tyr Lys Val Thr 
2990 2995 3000 



9129 



gcc aag aag ate aaa aac egt ctt gag ctg gtg gta gat ggg aac 
Ala Lys Lys He Lys Asn Arg Leu Glu Uu Val Val Asp Gly Asn 
3005 3010 3015 



9174 



cag gtg gat gcc cag age cca aac tea gca teg aca tea get gat 
Gin Val Asp Ala Gin Ser Pro Asn Ser Ala Ser Thr Ser Ala Asp 
3020 3025 3030 



9219 



aca aac gac cct gtt ttc gtt ggc ggt ttc cca ggt ggc etc aat 
Thr Asn Asp Pro Val Phe Val Gly Gly Phe Pro Gly Gly Leu Asn 
3035 3040 3045 



9264 



cag ttt ggc ctg acc ace aac att agg ttc cga ggc tgc ate cga 
Gin Phe Gly Leu Thr Thr Asn He Arg Phe Arg Gly Cys He Arg 
3050 3055 3060 



9309 
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tct ctg aag etc acc aaa ggc act gca aac cgc tgg agg tta att 9354 
Ser Leu Lys Leu Thr Lys Gly Thr Ala Asn Arg Trp Arg Leu He 
3065 3070 3075 

ttg cca agg ccc tgg aac tgaggggtgt tcaacctgta tcatgcccga 9402 
Leu Pro Arg Pro Trp Asn 
3080 

ctacctaata aagatagttc aatcctgagg agaattcatc aaaacaagta tatcaagtta 9462 
aacaatatac actcctatca tattaataaa actaatgtgc agcggccgc 9511 



<210> 6 

<211> 3084 

<212> PRT 

<213> Mus musculus 

<400> 6 



Gin Arg Arg Gin Ser Gin Ala His Gin Gin Arg Gly Leu Phe Pro Ala 
15 10 15 



Val Leu Asn Leu Ala Ser Asn Ala Leu He Thr Thr Asn Ala Thr Cys 
20 25 30 
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Gly Glu Lys Gly Pro Glu Met Tyr Cys Lys Leu Val Glu His Val Pro 
35 40 45 



Gly Gin Pro Val Arg Asn Pro Gin Cys Arg He Cys Asn Gin Asn Ser 
50 55 60 



Ser Asn Pro Tyr Gin Arg His Pro He Thr Asn Ala He Asp Gly Lys 
65 70 75 80 



Asn Thr Trp Trp Gin Ser Pro Ser He Lys Asn Gly Val Glu Tyr His 
85 90 95 



Tyr Val Thr He Thr Leu Asp Leu Gin Gin Val Phe Gin He Ala Tyr 
100 105 110 



Val He Val Lys Ala Ala Asn Ser Pro Arg Pro Gly Asn Trp He Leu 
115 120 125 



Glu Arg Ser Leu Asp Asp Val Glu Tyr Lys Pro Trp Gin Tyr His Ala 
130 135 140 



Val Thr Asp Thr Glu Cys Leu Thr Leu Tyr Asn He Tyr Pro Arg Thr 
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160 



Gly Pro Pro Ser Tyr Ala Lys Asp Asp Glu Val He Cys Thr Ser Phe 
165 170 175 



Tyr Ser Lys He His Pro Leu Glu Asn Gly Glu He His He Ser Leu 
180 185 190 



He Asn Gly Arg Pro Ser Ala Asp Asp Pro Ser Pro Glu Leu Leu Glu 
195 200 205 



Phe Thr Ser Ala Arg Tyr He Arg Leu Arg Phe Gin Arg He Arg Thr 
210 215 220 



Leu Asn Ala Asp Leu Met Met Phe Ala His Lys Asp Pro Arg Glu He 
225 230 235 240 



Asp Pro He Val Thr Arg Arg Tyr Tyr Tyr Ser Val Lys Asp He Ser 
245 250 255 



Val Gly Gly Met Cys He Cys Tyr Gly His Ala Arg Ala Cys Pro Leu 
260 265 270 
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Asp Pro Ala Thr Asn Lys Ser Arg Cys Glu Cys Glu His Asn Thr Cys 
275 280 285 

Gly Glu Ser Cys Asp Arg Cys Cys Pro Gly Phe His Gin Lys Pro Trp 
290 295 300 



Arg Ala Gly Thr Phe Leu Thr Lys Ser Glu Cys Glu Ala Cys Asn Cys 
305 310 315 320 



His Gly Lys Ala Glu Glu Cys Tyr Tyr Asp Glu Thr Val Ala Ser Arg 
325 330 335 



Asn Leu Ser Leu Asn He His Gly Lys Tyr He Gly Gly Gly Val Cys 
340 345 350 

He Asn Cys Thr His Asn Thr Ala Gly He Asn Cys Glu Thr Cys Val 
355 360 365 



Asp Gly Phe Phe Arg Pro Lys Gly Val Ser Pro Asn Tyr Pro Arg Pro 
370 375 380 
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Cys Gin Pro .Cys His Cys Asp Pro Thr Gly Ser Leu Ser Glu Val Cys 
385 390 395 400 



Val Lys Asp Glu Lys Tyr Ala Gin Arg Gly Leu Lys Pro Gly Ser Cys 
405 410 415 



His Cys Lys Thr Gly Phe Gly Gly Val Asn Cys Asp Arg Cys Val Arg 
420 425 430 



Gly Tyr His Gly Tyr Pro Asp Cys Gin Pro Cys Asn Cys Ser Gly Leu 
435 440 445 



Gly Ser Thr Asn Glu Asp Pro Cys Val Gly Pro Cys Ser Cys Lys Glu 
450 455 460 



Asn Val Glu Gly Glu Asp Cys Ser Arg Cys Lys Ser Gly Phe Phe Asn 
465 470 475 480 



Leu Gin Glu Asp Asn Gin Lys Gly Cys Glu Glu Cys Phe Cys Ser Gly 
485 490 495 
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Val Ser Asn Arg Cys Gin Ser Ser Tyr Trp Thr Tyr Gly Asn He Gin 
500 505 510 



Asp Met Arg Gly Trp Tyr Leu Thr Asp Leu Ser Gly Arg He Arg Met 
515 520 525 



Ala Pro Gin Leu Asp Asn Pro Asp Ser Pro Gin Gin He Ser He Ser 
530 535 540 



Asn Ser Glu Ala Arg Lys Ser Leu Leu Asp Gly Tyr Tyr Trp Ser Ala 
545 550 555 560 



Pro Pro Pro Tyr Leu Gly Asn Arg Leu Pro Ala Val Gly Gly Gin Leu 
565 570 575 



Ser Phe Thr He Ser Tyr Asp Leu Glu Glu Glu Glu Asp Asp Thr Glu 
580 585 590 



Lys Leu Leu Gin Leu Met He He Phe Glu Gly Asn Asp Leu Arg He 
595 600 605 



Ser Thr Ala Tyr Lys Glu Val Tyr Leu Glu Pro Ser Glu Glu His Val 
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Glu Glu Val Ser Leu Lys Glu Glu Ala Phe Thr He His Gly Thr Asn 
625 630 635 640 



Leu Pro Val Thr Arg Lys Asp Phe Met He Val Leu Thr Asn Leu Gly 
645 650 655 



Glu He Leu He Gin He Thr Tyr Asn Leu Gly Met Asp Ala He Phe 
660 665 670 



Arg Leu Ser Ser Val Asn Leu Glu Ser Pro Val Pro Tyr Pro Thr Asp 
675 680 685 



Arg Arg He Ala Thr Asp Val Glu Val Cys Gin Cys Pro Pro Gly Tyr 
690 695 700 



Ser Gly Ser Ser Cys Glu Thr Cys Trp Pro Arg His Arg Arg Val Asn 
705 710 715 720 



Gly Thr He Phe Gly Gly He Cys Glu Pro Cys Gin Cys Phe Ala His 
725 730 735 
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Ala Glu Ala Cys Asp Asp He Thr Gly Glu Cys Leu Asn Cys Lys Asp 
740 745 750 



His Thr Gly Gly Pro Tyr Cys Asn Glu Cys Leu Pro Gly Phe Tyr Gly 
755 760 765 



Asp Pro Thr Arg Gly Ser Pro Glu Asp Cys Gin Pro Cys Ala Cys Pro 
770 775 780 



Leu Asn He Pro Ser Asn Asn Phe Ser Pro Thr Cys His Leu Asp Arg 
785 790 795 800 



Ser Leu Gly Leu He Cys Asp Glu Cys Pro He Gly Tyr Thr Gly Pro 
805 810 815 



Arg Cys Glu Arg Cys Ala Glu Gly Tyr Phe Gly Gin Pro Ser Val Pro 
820 825 830 



Gly Gly Ser Cys Gin Pro Cys Gin Cys Asn Asp Asn Leu Asp Tyr Ser 
835 840 845 
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He Pro Gly Ser Cys Asp Ser Leu Ser Gly Ser Cys Leu He Cys Lys 
850 855 860 



Pro Gly Thr Thr Gly Arg Tyr Cys Glu Leu Cys Ala Asp Gly Tyr Phe 
865 870 875 880 



Gly Asp Ala Val Asn Thr Lys Asn Cys Gin Pro Cys Arg Cys Asp He 
885 890 895 



Asn Gly Ser Phe Ser Glu Asp Cys His Thr Arg Thr Gly Gin Cys Glu 
900 905 910 



Cys Arg Pro Asn Val Gin Gly Arg His Cys Asp Glu Cys Lys Pro Glu 
915 920 925 



Thr Phe Gly Leu Gin Leu Gly Arg Gly Cys Leu Pro Cys Asn Cys Asn 
930 935 940 



Ser Phe Gly Ser Lys Ser Phe Asp Cys Glu Ala Ser Gly Gin Cys Trp 
945 950 955 960 
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Cys Gin Pro Gly Val Ala Gly Lys Lys Cys Asp Arg Cys Ala His Gly 
965 970 975 



Tyr Phe Asn Phe Gin Glu Gly Gly Cys He Ala Cys Asp Cys Ser His 
980 985 990 



Leu Gly Asn Asn Cys Asp Pro Lys Thr Gly Gin Cys He Cys Pro Pro 
995 1000 1005 



Asn Thr Thr Gly Glu Lys Cys Ser Glu Cys Leu Pro Asn Hir Trp 
1010 1015 1020 



Gly His Ser He Val Thr Gly Cys Lys Val Cys Asn Cys Ser Thr 
1025 1030 1035 



Val Gly Ser Leu Ala Ser Gin Cys Asn Val Asn Thr Gly Gin Cys 
1040 1045 1050 



Ser Cys His Pro Lys Phe Ser Gly Met Lys Cys Ser Glu Cys Ser 
1055 1060 1065 



Arg Gly His Trp Asn Tyr Pro Uu Cys Thr Leu Cys Asp Cys Phe 
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Leu Pro Gly Thr Asp Ala Thr Thr Cys Asp Leu Glu Thr Arg Lys 
1085 1090 1095 



Cys Ser Cys Ser Asp Gin Thr Gly Gin Cys Ser Cys Lys Val Asn 
1100 1105 1110 



Val Glu Gly Val His Cys Asp Arg Cys Arg Pro Gly Lys Phe Gly 
1115 1120 1125 



Leu Asp Ala Lys Asn Pro Leu Gly Cys Ser Ser Cys Tyr Cys Phe 
1130 1135 1140 

Gly Val Thr Ser Gin Cys Ser Glu Ala Lys Gly Leu lie Arg Thr 
1145 1150 1155 

Trp Val Thr Leu Ser Asp Glu Gin Thr He Leu Pro Leu Val Asp 
1160 1165 1170 



Glu Ala Leu Gin His Thr Thr Thr Lys Gly He Ala Phe Gin Lys 
1175 1180 1185 
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Pro Glu He Val Ala Lys Met Asp Glu Val Arg Gin Glu Leu His 
1190 1195 1200 



Leu Glu Pro Phe Tyr Trp Lys Leu Pro Gin Gin Phe Glu Gly Lys 
1205 1210 1215 



Lys Leu Met Ala Tyr Gly Gly Lys Leu Lys Tyr Ala He Tyr Phe 
1220 1225 1230 



Glu Ala Arg Asp Glu Thr Gly Phe Ala Thr Tyr Lys Pro Gin Val 
1235 1240 1245 



He He Arg Gly Gly Thr Pro Thr His Ala Arg He He Thr Arg 
1250 1255 1260 



His Met Ala Ala Pro Leu He Gly Gin Leu Thr Arg His Glu He 
1265 1270 1275 



Glu Met Thr Glu Lys Glu Trp Lys Tyr Tyr Gly Asp Asp Pro Arg 
1280 1285 1290 
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He Ser Arg Thr Val Thr Arg Glu Asp Phe Leu Asp He Leu Tyr 
1295 1300 1305 



Asp He His Tyr He Leu He Lys Ala Thr Tyr Gly Asn Val Val 
1310 1315 1320 



Arg Gin Ser Arg He Ser Glu He Ser Met Glu Val Ala Glu Pro 
1325 1330 1335 



Gly His Val Leu Ala Gly Ser Pro Pro Ala His Leu He Glu Arg 
1340 1345 1350 



Cys Asp Cys Pro Pro Gly Tyr Ser Gly Leu Ser Cys Glu Thr Cys 
1355 1360 1365 



Ala Pro Gly Phe Tyr Arg Leu Arg Ser Glu Pro Gly Gly Arg Thr 
1370 1375 1380 

Pro Gly Pro Thr Leu Gly Thr Cys Val Pro Cys Gin Cys Asn Gly 
1385 1390 1395 



lBiE# 2004-3066966 



2003-181915 



^-v^ : 261/ 



His Ser Ser Gin Cys Asp Pro Glu Thr Ser Val Cys Gin Asn Cys 
1400 1405 1410 



Gin His His Thr Ala Gly Asp Phe Cys Glu Arg Cys Ala Leu Gly 
1415 1420 1425 



Tyr Tyr Gly He Val Arg Gly Leu Pro Asn Asp Cys Gin Pro Cys 
1430 1435 1440 



Ala Cys Pro Leu He Ser Pro Ser Asn Asn Phe Ser Pro Ser Cys 
1445 1450 1455 



Val Leu Glu Gly Leu Glu Asp Tyr Arg Cys Thr Ala Cys Pro Arg 
1460 1465 1470 



Gly Tyr Glu Gly Gin Tyr Cys Glu Arg Cys Ala Pro Gly Tyr Thr 
1475 1480 1485 



Gly Ser Pro Ser Ser Pro Gly Gly Ser Cys Gin Glu Cys Glu Cys 
1490 1495 1500 



Asp Pro Tyr Gly Ser Leu Pro Val Pro Cys Asp Arg Val Thr Gly 
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Leu Cys Thr Cys Arg Pro Gly Ala Thr Gly Arg Lys Cys Asp Gly 
1520 1525 1530 



Cys Glu His Trp His Ala Arg Glu Gly Ala Glu Cys Val Phe Cys 
1535 1540 1545 



Gly Asp Glu Cys Thr Gly Leu Leu Leu Gly Asp Leu Ala Arg Leu 
1550 1555 1560 



Glu Gin Met Thr Met Asn He Asn Leu Thr Gly Pro Leu Pro Ala 
1565 1570 1575 

Pro Tyr Lys He Leu Tyr Gly Leu Glu Asn Thr Thr Gin Glu Uu 
1580 1585 1590 

Lys His Leu Leu Ser Pro Gin Arg Ala Pro Glu Arg Leu He Gin 
1595 1600 1605 



Leu Ala Glu Gly Asn Val Asn Thr Uu Val Met Glu Thr Asn Glu 
1610 1615 1620 
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Leu Leu Thr Arg Ala Thr Lys Val Thr Ala Asp Gly Glu Gin Thr 
1625 1630 1635 



Gly Gin Asp Ala Glu Arg Thr Asn Ser Arg Ala Glu Ser Leu Glu 
1640 1645 1650 



Glu Phe He Lys Gly Leu Val Gin Asp Ala Glu Ala He Asn Glu 
1655 1660 1665 



Lys Ala Val Lys Leu Asn Glu Thr Leu Gly Asn Gin Asp Lys Thr 
1670 1675 1680 



Ala Glu Arg Asn Leu Glu Glu Leu Gin Lys Glu He Asp Arg Met 
1685 1690 1695 



Uu Lys Glu Leu Arg Ser Lys Asp Leu Gin Thr Gin Lys Glu Val 
1700 1705 1710 



Ala Glu Asp Glu Leu Val Ala Ala Glu Gly Leu Leu Lys Arg Val 
1715 1720 1725 
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Asn Lys Leu Phe Gly Glu Pro Arg Ala Gin Asn Glu Asp Met Glu 
1730 1735 1740 



Lys Asp Leu Gin Gin Lys Leu Ala Glu Tyr Lys Asn Lys Leu Asp 
1745 1750 1755 



Asp Ala Trp Asp Leu Leu Arg Glu Ala Thr Asp Lys Thr Arg Asp 
1760 1765 1770 



Ala Asn Arg Leu Ser Ala Ala Asn Gin Lys Asn Met Thr He Leu 
1775 1780 1785 



Glu Thr Lys Lys Glu Ala He Glu Gly Ser Lys Arg Gin He Glu 
1790 1795 1800 



Asn Thr Leu Lys Glu Gly Asn Asp He Leu Asp Glu Ala Asn Gin 
1805 1810 1815 



Leu Leu Gly Glu He Asn Ser Val He Asp Tyr Val Asp Asp He 
1820 1825 1830 
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Lys Thr Lys Leu Pro Pro Met Ser Glu Glu Leu Ser Asp Lys He 
1835 1840 1845 



Asp Asp Leu Ala Gin Glu He Lys Asp Arg Arg Leu Ala Glu Lys 
1850 1855 I860 



Val Phe Gin Ala Glu Ser His Ala Ala Gin Leu Asn Asp Ser Ser 
1865 1870 1875 



Ala Val Leu Asp Gly He Leu Asp Glu Ala Lys Asn He Ser Phe 
1880 1885 1890 



Asn Ala Thr Ala Ala Phe Arg Ala Tyr Ser Asn He Lys Asp Tyr 
1895 1900 1905 



He Asp Glu Ala Glu Lys Val Ala Arg Glu Ala Lys Glu Leu Ala 
1910 1915 1920 



Gin Gly Ala Thr Lys Leu Ala Thr Ser Pro Gin Gly Leu Leu Lys 
1925 1930 1935 



Glu Asp Ala Lys Gly Ser Leu Gin Lys Ser Phe Arg He Leu Asn 
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Glu Ala Lys Lys Leu Ala Asn Asp Val Lys Gly Asn His Asn Asp 
1955 I960 1965 



Leu Asn Asp Leu Lys Thr Arg Leu Glu Thr Ala Asp Leu Arg Asn 
1970 1975 1980 



Ser Gly Leu Leu Gly Ala Leu Asn Asp Thr Met Asp Lys Leu Ser 
1985 1990 1995 



Ala He Thr Asn Asp Thr Ala Ala Lys Leu Gin Ala Val Lys Glu 
2000 2005 2010 



Lys Ala Arg Glu Ala Asn Asp Thr Ala Lys Ala Val Leu Ala Gin 
2015 2020 2025 



Val Lys Asp Leu His Gin Asn Leu Asp Gly Leu Lys Gin Asn Tyr 
2030 2035 2040 



Asn Lys Leu Ala Asp Ser Val Ala Lys Thr Asn Ala Val Val Lys 
2045 2050 2055 
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Asp Pro Ser Lys Asn Lys He He Ala Asp Ala Gly Thr Ser Val 
2060 2065 2070 



Arg Asn Leu Glu Gin Glu Ala Asp Arg Leu He Asp Lys Leu Lys 
2075 2080 2085 



Pro He Lys Glu Leu Glu Asp Asn Leu Lys Lys Asn He Ser Glu 
2090 2095 2100 

He Lys Glu Leu He Asn Gin Ala Arg Lys Gin Ala Asn Ser He 
2105 2110 2115 

Lys Val Ser Val Ser Ser Gly Gly Asp Cys Val Arg Thr Tyr Arg 
2120 2125 2130 

Pro Glu He Lys Lys Gly Ser Tyr Asn Asn He Val Val His Val 
2135 2140 2145 



Lys Thr Ala Val Ala Asp Asn Leu Leu Phe Tyr Leu Gly Ser Ala 
2150 2155 2160 
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Lys Phe He Asp Phe Leu Ala He Glu Met Arg Lys Gly Lys Val 
2165 2170 2175 



Ser Phe Leu Trp He Val Gly Ser Gly Val Gly Arg Val Gly Phe 
2180 2185 2190 



Pro Asp Leu Thr He Asp Asp Ser Tyr Trp Tyr Arg He Glu Ala 
2195 2200 2205 

Ser Arg Thr Gly Arg Asn Gly Ser He Ser Val Arg Ala Leu Asp 



2210 



2215 



2220 



Gly Pro Lys Ala Ser Met Val Pro Ser Thr Tyr His Ser Val Ser 
2225 2230 2235 



Pro Pro Gly Tyr Thr He Leu Asp Val Asp Ala Asn Ala Met Leu 
2240 2245 2250 



Phe Val Gly Gly Leu Thr Gly Lys He Lys Lys Ala Asp Ala Val 
2255 2260 2265 
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Arg Val He Thr Phe Thr Gly Cys Met Gly Glu Thr Tyr Phe Asp 
2270 2275 2280 



Asn Lys Pro He Gly Leu Trp Asn Phe Arg Glu Lys Glu Gly Asp 
2285 2290 2295 



Cys Lys Gly Cys Thr Val Ser Pro Gin Val Glu Asp Ser Glu Gly 
2300 2305 2310 



Thr He Gin Phe Asp Gly Glu Gly Tyr Ala Leu Val Ser Arg Pro 
2315 2320 2325 



He Arg Trp Tyr Pro Asn He Ser Thr Val Met Phe Lys Phe Arg 
2330 2335 2340 



Thr Phe Ser Ser Ser Ala Leu Leu Met Tyr Leu Ala Thr Arg Asp 
2345 2350 2355 



Leu Lys Asp Phe Met Ser Val Glu Leu Ser Asp Gly His Val Lys 
2360 2365 2370 
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Val Ser Tyr Asp Leu Gly Ser Gly Met Thr Ser Val Val Ser Asn 
2375 2380 2385 



Gin Asn His Asn Asp Gly Lys Trp Lys Ala Phe Thr Leu Ser Arg 
2390 2395 2400 



He Gin Lys Gin Ala Asn He Ser He Val Asp He Asp Ser Asn 
2405 2410 2415 



Gin Glu Glu Asn Val Ala Thr Ser Ser Ser Gly Asn Asn Phe Gly 
2420 2425 2430 



Leu Asp Leu Lys Ala Asp Asp Lys He Tyr Phe Gly Gly Leu Pro 
2435 2440 2445 



Thr Leu Arg Asn Uu Ser Met Lys Ala Arg Pro Glu Val Asn Val 
2450 2455 2460 



Lys Lys Tyr Ser Gly Cys Leu Lys Asp He Glu He Ser Arg Thr 
2465 2470 2475 



Pro Tyr Asn He Leu Ser Ser Pro Asp Tyr Val Gly Val Thr Lys 
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Gly Cys Ser Leu Glu Asn Val Asn Thr Val Ser Phe Pro Lys Pro 
2495 2500 2505 



Gly Phe Val Glu Leu Ala Ala Val Ser He Asp Val Gly Thr Glu 
2510 2515 2520 



He Asn Leu Ser Phe Ser Thr Arg Asn Glu Ser Gly He He Leu 
2525 2530 2535 



Leu Gly Ser Gly Gly Thr Leu Thr Pro Pro Arg Arg Lys Arg Arg 
2540 2545 2550 



Gin Thr Thr Gin Ala Tyr Tyr Ala He Phe Leu Asn Lys Gly Arg 
2555 2560 2565 



Leu Glu Val His Leu Ser Ser Gly Thr Arg Thr Met Arg Lys He 
2570 2575 2580 



Val He Lys Pro Glu Pro Asn Leu Phe His Asp Gly Arg Glu His 
2585 2590 2595 
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Ser Val His Val Glu Arg Thr Arg Gly He Phe Thr Val Gin He 
2600 2605 2610 



Asp Glu Asp Arg Arg His He Gin Asn Leu Thr Glu Glu Gin Pro 
2615 2620 2625 



He Glu Val Lys Lys Leu Phe Val Gly Gly Ala Pro Pro Glu Phe 
2630 2635 2640 

Gin Pro Ser Pro Uu Arg Asn He Pro Ala Phe Gin Gly Cys Val 
2645 2650 2655 



Trp Asn Leu Val He Asn Ser He Pro Met Asp Phe Ala Gin Pro 
2660 2665 2670 



He Ala Phe Lys Asn Ala Asp He Gly Arg Cys Thr Tyr Gin Lys 
2675 2680 2685 



Pro Arg Glu Asp Glu Ser Glu Ala Val Pro Ala Glu Val He Val 
2690 2695 2700 
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Gin Pro Gin Ser Val Pro Thr Pro Ala Phe Pro Phe Pro Val Pro 
2705 2710 2715 



Thr Met Val His Gly Pro Cys Val Ala Glu Ser Glu Pro Ala Leu 
2720 2725 2730 



Leu Thr Gly Ser Lys Gin Phe Gly Leu Ser Arg Asn Ser His He 
2735 2740 2745 



Ala He Val Phe Asp Asp Thr Lys Val Lys Asn Arg Leu Thr He 
2750 2755 2760 



Glu Leu Glu Val Arg Thr Glu Ala Glu Ser Gly Leu Leu Phe Tyr 
2765 2770 2775 



Met Gly Arg He Asn His Ala Asp Phe Gly Thr Val Gin Leu Arg 
2780 2785 2790 



Asn Gly Phe Pro Phe Phe Ser Tyr Asp Leu Gly Ser Gly Ser Thr 
2795 2800 2805 
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Arg Thr Met He Pro Thr Lys He Asn Asp Gly Gin Trp His Lys 
2810 2815 2820 



He Lys He Val Arg Val Lys Gin Glu Gly He Leu Tyr Val Asp 
2825 2830 2835 



Asp Ala Ser Ser Gin Thr He Ser Pro Lys Lys Ala Asp He Leu 
2840 2845 2850 



Asp Val Gly Gly He Leu Tyr Val Gly Gly Leu Pro He Asn Tyr 
2855 2860 2865 



Thr Thr Arg Arg He Gly Pro Val Thr Tyr Ser Leu Asp Gly Cys 
2870 2875 2880 



Val Arg Asn Leu His Met Glu Gin Ala Pro Val Asp Leu Asp Gin 
2885 2890 2895 



Pro Thr Ser Ser Phe His Val Gly Thr Cys Phe Ala Asn Ala Glu 
2900 2905 2910 



Ser Gly Thr Tyr Phe Asp Gly Thr Gly Phe Gly Lys Ala Val Gly 
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Gly Phe He Val Gly Leu Asp Leu Leu Val Glu Phe Glu Phe Arg 
2930 2935 2940 

Thr Thr Arg Pro Thr Gly Val Leu Leu Gly He Ser Ser Gin Lys 
2945 2950 2955 

Met Asp Gly Met Gly He Glu Met He Asp Glu Lys Leu Met Phe 
2960 2965 2970 



His Val Asp Asn Gly Ala Gly Arg Phe Thr Ala He Tyr Asp Ala 
2975 2980 2985 



Glu He Pro Gly His Met Cys Asn Gly Gin Trp Tyr Lys Val Thr 
2990 2995 3000 

Ala Lys Lys He Lys Asn Arg Leu Glu Leu Val Val Asp Gly Asn 
3005 3010 3015 

Gin Val Asp Ala Gin Ser Pro Asn Ser Ala Ser Thr Ser Ala Asp 
3020 3025 3030 
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Thr Asn Asp Pro Val Phe Val Gly Gly Phe Pro Gly Gly Leu Asn 
3035 3040 3045 



Gin Phe Gly Leu Thr Thr Asn He Arg Phe Arg Gly Cys He Arg 
3050 3055 3060 

Ser Leu Lys Leu Thr Lys Gly Thr Ala Asn Arg Trp Arg Leu He 
3065 3070 3075 



Leu Pro Arg Pro Trp Asn 
3080 



<210> 7 

<211> 5583 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (42) . . (5441) 

<223> laminin, beta 2 
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<400> 7 

ccacgcgtcc gggacaccag cccagtaccc acacggtcgg g atg gag tgg gcc tea 56 

Met Glu Trp Ala Ser 
1 5 



gga gaa cca ggg agg ggc agg cag gga cag cct ttg cca tgg gaa ctt 
Gly Glu Pro Gly Arg Gly Arg Gin Gly Gin Pro Leu Pro Trp Glu Leu 
10 15 20 



104 



cgc ttg ggc eta ctt eta agt gtg ctg get gee aea ttg gee eag gee 
Arg Leu Gly Leu Leu Leu Ser Val Leu Ala Ala Thr Leu Ala Gin Ala 
25 30 35 



152 



ceg tec ttg gat gta cet ggc tgt tet ega gga age tge tat eea gee 
Pro Ser Leu Asp Val Pro Gly Cys Ser Arg Gly Ser Cys Tyr Pro Ala 
40 45 50 



200 



acc ggt gac ctg ttg gtg ggc cgt gcg gae aga etg aeg gee tea tec 
Thr Gly Asp Leu Leu Val Gly Arg Ala Asp Arg Leu Thr Ala Ser Ser 
55 60 65 



248 



aeg tgt ggc ttg cat age cct eaa ecc tac tgt att gtc agt eae etg 
Thr Cys Gly Leu His Ser Pro Gin Pro Tyr Cys He Val Ser His Leu 
70 75 80 85 



296 



eag gac gaa aag aag tgt tte etg tgt gae tee ega egt eee ttc tet 
Gin Asp Glu Lys Lys Cys Phe Leu Cys Asp Ser Arg Arg Pro Phe Ser 
90 95 100 



344 
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get cga gac aac cca aat agt cat egg ate cag aat gta gtc aee age 392 
Ala Arg Asp Asn Pro Asn Ser His Arg lie Gin Asn Val Val Thr Ser 
105 110 115 



ttt gcg cca caa cgc egg acg gcc tgg tgg caa teg gag aac ggg gtt 
Phe Ala Pro Gin Arg Arg Thr Ala Trp Trp Gin Ser Glu Asn Gly Val 
120 125 130 



440 



cca atg gtc ace ate caa ctg gac ctg gaa get gag ttt eat tte ace 
Pro Met Val Thr He Gin Leu Asp Leu Glu Ala Glu Phe His Phe Thr 
135 140 145 



488 



cac etc att atg acg tte aag acg tte egg cet get get atg ctg gtg 
His Leu He Met Thr Phe Lys Thr Phe Arg Pro Ala Ala Met Leu Val 
150 155 160 165 



536 



gag cgt tet gca gac ttt gge cgc acc tgg cac gtg tac ega tat ttt 
Glu Arg Ser Ala Asp Phe Gly Arg Thr Trp His Val Tyr Arg Tyr Phe 
170 175 180 



584 



tee tat gac tgc ggg get gac tte ccg gga ate eea etg gcc ccg cca 
Ser Tyr Asp Cys Gly Ala Asp Phe Pro Gly He Pro Leu Ala Pro Pro 
185 190 195 



632 



cgt cgc tgg gat gat gta gtg tgt gag tec cgc tae tea gaa ate gag 
Arg Arg Trp Asp Asp Val Val Cys Glu Ser Arg Tyr Ser Glu He Glu 
200 205 210 



680 
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ccg tct acg gaa ggc gag gtc ate tat cgt gtg ctg gac cct get att 
Pro Ser Thr Glu Gly Glu Val He Tyr Arg Val Leu Asp Pro Ala He 
215 220 225 



728 



cct ate cea gac cec tac age tea egg att cag aac ctg ttg aag ate 
Pro He Pro Asp Pro Tyr Ser Ser Arg He Gin Asn Leu Leu Lys He 
230 235 240 245 



776 



ace aac eta ega gtg aac tta ace egg ett cae aca ctg gga gac aac 
Thr Asn Leu Arg Val Asn Leu Thr Arg Leu His Thr Leu Gly Asp Asn 
250 255 260 



824 



ttg ett gac cea egg agg gag ate egg gaa aaa tac tat tat get etc 
Leu Leu Asp Pro Arg Arg Glu He Arg Glu Lys Tyr Tyr Tyr Ala Leu 
265 270 275 



872 



tat gaa ett gtc ate cgt ggc aac tge tte tge tat ggc cae gee tea 
Tyr Glu Leu Val He Arg Gly Asn Cys Phe Cys Tyr Gly His Ala Ser 
280 285 290 



920 



cag tgt gcg cct gea cea ggg geg ccg gee eat get gag ggc atg gta 
Gin Cys Ala Pro Ala Pro Gly Ala Pro Ala His Ala Glu Gly Met Val 
295 300 305 



968 



cae gga gee tgt ate tge aag cae aat act cgt gga etc aac tgt gag 
His Gly Ala Cys He Cys Lys His Asn Thr Arg Gly Leu Asn Cys Glu 
310 315 320 325 



1016 



cag tgt cag gat tte tat cag gac ett ece tgg cae cct gea gag gac 



1064 
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Gin Cys Gin Asp Phe Tyr Gin Asp Leu Pro Trp His Pro Ala Glu Asp 
330 335 340 



ggc cat act cac gcc tgt egg aag tgt gag tgc aac ggg cat act cat 
Gly His Thr His Ala Cys Arg Lys Cys Glu Cys Asn Gly His Thr His 
345 350 355 



1112 



age tgc cac ttt gac atg get gtc tac etg gea tet gga aat gta agt 
Ser Cys His Phe Asp Met Ala Val Tyr Leu Ala Ser Gly Asn Val Ser 
360 365 370 



1160 



gga ggc gta tgc gat ggg tgt cag cac aac aca get ggg cgc cat tgt 
Gly Gly Val Cys Asp Gly Cys Gin His Asn Thr Ala Gly Arg His Cys 
375 380 385 



1208 



gag ttc tgc egg ecc tte tte tac cgt gac cec ace aag gae atg egg 
Glu Phe Cys Arg Pro Phe Phe Tyr Arg Asp Pro Thr Lys Asp Met Arg 
390 395 400 405 



1256 



gac eca get gtg tgc cgt ect tgt gac tgt gac ect atg ggt tet caa 
Asp Pro Ala Val Cys Arg Pro Cys Asp Cys Asp Pro Met Gly Ser Gin 
410 415 420 

gat ggt ggt cgc tgt gat tet cat gat gae ect gtg eta gga etg gtc 
Asp Gly Gly Arg Cys Asp Ser His Asp Asp Pro Val Leu Gly Leu Val 
425 430 435 



1304 



1352 



tea ggc eag tgt cgc tgc aaa gaa cac gtg gtt ggc act cgc tgc cag 
Ser Gly Gin Cys Arg Cys Lys Glu His Val Val Gly Thr Arg Cys Gin 



1400 
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440 



445 



450 



caa tgc cgt gat ggc ttc ttt gga ctt agt gcc agt gac cct cga ggg 
Gin Cys Arg Asp Gly Phe Phe Gly Leu Ser Ala Ser Asp Pro Arg Gly 
455 460 465 



1448 



tgc cag cgt tgc cag tgt aat tea egg ggc aca gtg cct ggg age tec 
Cys Gin Arg Cys Gin Cys Asn Ser Arg Gly Thr Val Pro Gly Ser Ser 
470 475 480 485 



1496 



cct tgt gac tec agt agt gga ace tgt ttc tgc aag cgt ctg gtg ace 
Pro Cys Asp Ser Ser Ser Gly Thr Cys Phe Cys Lys Arg Leu Val Thr 
490 495 500 



1544 



gga cat ggc tgt gac cgc tgt ctg cct ggc cac tgg ggc ctg age cat 
Gly His Gly Cys Asp Arg Cys Leu Pro Gly His Trp Gly Leu Ser His 
505 510 515 



1592 



gac ctg ctg ggc tgc cgt ccc tgt gac tgt gat gtg ggc ggt gee ttg 
Asp Leu Leu Gly Cys Arg Pro Cys Asp Cys Asp Val Gly Gly Ala Leu 
520 525 530 



1640 



gat cct cag tgt gat gag gcc ace ggt cag tgc cgc tgc cgc eaa cac 
Asp Pro Gin Cys Asp Glu Ala Thr Gly Gin Cys Arg Cys Arg Gin His 
535 540 545 



1688 



atg att ggg egg cgc tgc gaa caa gtg cag cct ggc tac ttc egg cct 
Met He Gly Arg Arg Cys Glu Gin Val Gin Pro Gly Tyr Phe Arg Pro 
550 555 560 565 



1736 
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ttt ctg gac cat tta acc tgg gag get gag get gcc caa ggg cag ggg 
Phe Uu Asp His Leu Thr Trp Glu Ala Glu Ala Ala Gin Gly Gin Gly 
570 575 580 



1784 



ctt gag gtg gta gag egg etg gtg aec aac ega gag act ccg tec tgg 
Leu Glu Val Val Glu Arg Leu Val Thr Asn Arg Glu Thr Pro Ser Trp 
585 590 595 



1832 



act gge eca gge ttt gtg egg etg ega gaa ggt cag gaa gtg gag ttc 
Thr Gly Pro Gly Phe Val Arg Leu Arg Glu Gly Gin Glu Val Glu Phe 
600 605 610 



1880 



etg gtg ace tct ttg cet agg gee atg gac tat gac ctg eta ctg cgc 
Uu Val Thr Ser Leu Pro Arg Ala Met Asp Tyr Asp Leu Leu Leu Arg 
615 620 625 



1928 



tgg gag cec cag gte ect gag caa tgg gea gag ctg gaa ctg atg gtg 
Trp Glu Pro Gin Val Pro Glu Gin Trp Ala Glu Leu Glu Leu Met Val 
630 635 640 645 



1976 



cag egt ccg ggg cet gtg tct get cac agt ccg tgc ggg cat gtg ctg 
Gin Arg Pro Gly Pro Val Ser Ala His Ser Pro Cys Gly His Val Leu 
650 655 660 



2024 



cet aag gat gac cgc att cag ggg atg ctt cac cca aac acc agg ttt 
Pro Lys Asp Asp Arg He Gin Gly Met Leu His Pro Asn Thr Arg Phe 
665 670 675 



2072 
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ttg gtg ttt ccc aga cct gtc tgc ctt gag cct ggc ate tec tac aag 
Leu Val Phe Pro Arg Pro Val Cys Leu Glu Pro Gly He Ser Tyr Lys 
680 685 690 



2120 



ctg aag ctg aaa ctg ate gga aca ggg gga ega gee cag cct gaa acc 
Leu Lys Leu Lys Leu He Gly Thr Gly Gly Arg Ala Gin Pro Glu Thr 
695 700 705 



2168 



tec tac tet gga tta etc att gac teg ctg gtc ctg cag ccc eac gtc 
Ser Tyr Ser Gly Leu Leu He Asp Ser Leu Val Leu Gin Pro His Val 
710 715 720 725 



2216 



ttg gtg eta gag atg ttt agt ggg ggc gat get get get ctg gag cgc 
Leu Val Leu Glu Met Phe Ser Gly Gly Asp Ala Ala Ala Leu Glu Arg 
730 735 740 



2264 



cgt ace acc ttt gaa cgc tac cgc tgc cat gag gaa ggt ctg atg ccc 
Arg Thr Thr Phe Glu Arg Tyr Arg Cys His Glu Glu Gly Leu Met Pro 
745 750 755 



2312 



age aag gee cct eta tct gag acc tgt gee ccc etc etc ate age gtg 
Ser Lys Ala Pro Leu Ser Glu Thr Cys Ala Pro Leu Leu He Ser Val 
760 765 770 



2360 



tec gee ttg ate tac aat ggc gee ttg cea tgt cag tgt gac cct caa 
Ser Ala Uu He Tyr Asn Gly Ala Leu Pro Cys Gin Cys Asp Pro Gin 
775 780 785 



2408 



ggc tea ctg agt tet gaa tgc agt cct eac ggt ggc cag tgc egg tgc 



2456 
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Gly Ser Leu Ser Ser Glu Cys Ser Pro His Gly Gly Gin Cys Arg Cys 
790 795 800 805 



aaa cct gga gtg gtt gga cgc cgt tgt gat gtc tgt get act ggc tac 
Lys Pro Gly Val Val Gly Arg Arg Cys Asp Val Cys Ala Thr Gly Tyr 
810 815 820 



2504 



tat ggc ttt ggc cct gca ggc tgt caa gcc tgc cag tgt agt cct gat 
Tyr Gly Phe Gly Pro Ala Gly Cys Gin Ala Cys Gin Cys Ser Pro Asp 

825 830 835 



2552 



gga gca etc agt gcc etc tgt gaa ggg act agt gga cag tgc ecc tgc 
Gly Ala Leu Ser Ala Leu Cys Glu Gly Thr Ser Gly Gin Cys Pro Cys 
840 845 850 



2600 



cga cct ggt gcc ttt ggt ett cgc tgt gae cac tgt caa cgt ggc cag 
Arg Pro Gly Ala Phe Gly Leu Arg Cys Asp His Cys Gin Arg Gly Gin 
855 860 865 



2648 



tgg gga ttc cct aat tgc egg ecg tgt gtc tgc aat ggg cgt gcg gat 
Trp Gly Phe Pro Asn Cys Arg Pro Cys Val Cys Asn Gly Arg Ala Asp 
870 875 880 885 



2696 



gag tgt gat ace cac aca ggc get tgc etg ggc tgc cgt gat tac aeg 
Glu Cys Asp Thr His Thr Gly Ala Cys Leu Gly Cys Arg Asp Tyr Thr 
890 895 900 



2744 



ggg ggc gag cac tgt gaa agg tgc att get ggt ttt cat ggg gae eca 
Gly Gly Glu His Cys Glu Arg Cys He Ala Gly Phe His Gly Asp Pro 



2792 
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905 



910 



915 



egg ctg cca tat ggg ggc cag tgc egg cct tgt ccc tgc cct gaa ggc 
Arg Leu Pro Tyr Gly Gly Gin Cys Arg Pro Cys Pro Cys Pro Glu Gly 
920 925 930 



2840 



cct ggg age cag ega eac ttt get act tet tgc eac egg gat gga tat 
Pro Gly Ser Gin Arg His Phe Ala Thr Ser Cys His Arg Asp Gly Tyr 
935 940 945 



2888 



tec cag caa att gtg tgc cag tgt ega gaa ggc tac aea ggg ctt egg 
Ser Gin Gin He Val Cys Gin Cys Arg Glu Gly Tyr Thr Gly Leu Arg 
950 955 960 965 



2936 



tgt gaa get tgt gee ccc ggg eac ttt ggg gae cca tea aag cca ggt 
Cys Glu Ala Cys Ala Pro Gly His Phe Gly Asp Pro Ser Lys Pro Gly 
970 975 980 



2984 



ggc agg tgc caa ctg tgt gag tgc agt gga aac att gat ccc atg gae 
Gly Arg Cys Gin Leu Cys Glu Cys Ser Gly Asn He Asp Pro Met Asp 
985 990 995 



3032 



cct gat gee tgt gat ccc eac aeg ggg caa tgc ttg cgt tgt tta 
Pro Asp Ala Cys Asp Pro His Thr Gly Gin Cys Leu Arg Cys Leu 
1000 1005 1010 



3077 



eac aac aea gag ggg ccc eac tgt ggc tat tgc aag cct ggc tte 
His Asn Thr Glu Gly Pro His Cys Gly Tyr Cys Lys Pro Gly Phe 
1015 1020 1025 



3122 
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cat ggg caa get gcc cga cag age tgt cac cgc tgt acc tgc aac 
His Gly Gin Ala Ala Arg Gin Ser Cys His Arg Cys Thr Cys Asn 
1030 1035 1040 



3167 



ctt ctg ggc aca gat ccc agg egg tgc cca tct acc gac ctg tgc 
Leu Leu Gly Thr Asp Pro Arg Arg Cys Pro Ser Thr Asp Leu Cys 
1045 1050 1055 



3212 



cat tgt gac cca age act ggg cag tgc cca tgc ctt ccc cat gtc 
His Cys Asp Pro Ser Thr Gly Gin Cys Pro Cys Leu Pro His Val 
1060 1065 1070 



3257 



caa ggc etc aac tgt gac cat tgt gcc ccc aac ttt tgg aac ttc 
Gin Gly Leu Asn Cys Asp His Cys Ala Pro Asn Phe Trp Asn Phe 
1075 1080 1085 



3302 



acc agt ggc cgt ggc tgc cag ect tgt get tgt cac cca age egg 
Thr Ser Gly Arg Gly Cys Gin Pro Cys Ala Cys His Pro Ser Arg 
1090 1095 1100 



3347 



gee aga ggc ect ace tgc aat gag ttc aca ggg cag tgt cac tgt 
Ala Arg Gly Pro Thr Cys Asn Glu Phe Thr Gly Gin Cys His Cys 
1105 1110 1115 



3392 



cat get ggc ttt ggt ggg agg act tgt tct gag tgc caa gag etc 
His Ala Gly Phe Gly Gly Arg Thr Cys Ser Glu Cys Gin Glu Uu 
1120 1125 1130 



3437 
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tac tgg gga gac cct ggt ctg cag tgc cgt gcc tgt gac tgt gat 
Tyr Trp Gly Asp Pro Gly Leu Gin Cys Arg Ala Cys Asp Cys Asp 
1135 1140 1145 



3482 



cct aga gga ata gac aaa cct cag tgt cat cgt tec aca ggc cac 
Pro Arg Gly He Asp Lys Pro Gin Cys His Arg Ser Thr Gly His 
1150 1155 1160 



3527 



tgt age tgc cgc cca ggc gtg tct ggt gtg cgc tgt gac cag tgt 
Cys Ser Cys Arg Pro Gly Val Ser Gly Val Arg Cys Asp Gin Cys 
1165 1170 1175 



3572 



get cgt ggc ttc tea ggg gtt ttt cct get tgt cac cec tgc cac 
Ala Arg Gly Phe Ser Gly Val Phe Pro Ala Cys His Pro Cys His 
1180 1185 1190 



3617 



get tgc ttt gga gac tgg gat cgt gtg gta cag gac ctg get get 
Ala Cys Phe Gly Asp Trp Asp Arg Val Val Gin Asp Leu Ala Ala 
1195 1200 1205 



3662 



egg aeg egg cgc ctg gag cag tgg get cag gag ttg cag caa aca 
Arg Thr Arg Arg Leu Glu Gin Trp Ala Gin Glu Leu Gin Gin Thr 
1210 1215 1220 



3707 



gga gtg ctg ggt gee ttt gag age age ttt ttg aac atg cag ggg 
Gly Val Leu Gly Ala Phe Glu Ser Ser Phe Leu Asn Met Gin Gly 
1225 1230 1235 

aag eta ggc atg gtg cag gee att atg agt gee cgc aat gcc tea 



3752 



3797 
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Lys Leu Gly Met Val Gin Ala He Met Ser Ala Arg Asn Ala Ser 
1240 1245 1250 

gcc gcc tct acg gcg aag ctt gta gag gcc aca gag gga eta cgt 3842 
Ala Ala Ser Thr Ala Lys Leu Val Glu Ala Thr Glu Gly Leu Arg 
1255 1260 1265 



cat gaa ate ggg aag ace ace gag cge ctg act cag tta gaa gca 
His Glu He Gly Lys Thr Thr Glu Arg Leu Thr Gin Leu Glu Ala 
1270 1275 1280 



3887 



gag eta aca get gtg cag gat gag aac ttc aat gee aac cat gca 
Glu Leu Thr Ala Val Gin Asp Glu Asn Phe Asn Ala Asn His Ala 
1285 1290 1295 



3932 



etc agt ggt ctg gag aga gae ggg ctt gcg ctt aat etc ace ctg 
Leu Ser Gly Leu Glu Arg Asp Gly Leu Ala Leu Asn Leu Thr Leu 
1300 1305 1310 



3977 



agg cag ctg gat cag eat ctg gag ate etc aaa cat tea aat ttc 
Arg Gin Leu Asp Gin His Leu Glu He Leu Lys His Ser Asn Phe 
1315 1320 1325 



4022 



tta ggt gee tat gae age ate cga eat gee eac age cag tec aca 
Leu Gly Ala Tyr Asp Ser He Arg His Ala His Ser Gin Ser Thr 
1330 1335 1340 



4067 



gag gca gag cge cgt gee aac gcc tec ace ttt gca gta cec age 
Glu Ala Glu Arg Arg Ala Asn Ala Ser Thr Phe Ala Val Pro Ser 



4112 
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1345 



1350 



1355 



cct gtg age aac tea gca gat acc egg cgt egg acg gaa gtg eta 
Pro Val Ser Asn Ser Ala Asp Thr Arg Arg Arg Thr Glu Val Leu 
1360 1365 1370 



4157 



atg ggt gee caa aaa gaa aae tte aac egc caa eat ttg gee aae 
Met Gly Ala Gin Lys Glu Asn Phe Asn Arg Gin His Leu Ala Asn 
1375 1380 1385 



4202 



eag eag gea etg gga egg etc tet gca cat gee cac ace ctg age 
Gin Gin Ala Leu Gly Arg Leu Ser Ala His Ala His Thr Leu Ser 
1390 1395 1400 



4247 



ctg acg ggc ata aat gag ttg gtg tgt ggg gca eca ggg gac gca 
Leu Thr Gly He Asn Glu Uu Val Cys Gly Ala Pro Gly Asp Ala 
1405 1410 1415 



4292 



ccc tgt gee acc age cct tgt ggg ggt gee gga tgt egg gat gaa 
Pro Cys Ala Tlir Ser Pro Cys Gly Gly Ala Gly Cys Arg Asp Glu 
1420 1425 1430 



4337 



gat ggg eag ccc cgt tgt ggt ggc etc ggt tgc agt ggg gca gea 
Asp Gly Gin Pro Arg Cys Gly Gly Leu Gly Cys Ser Gly Ala Ala 
1435 1440 1445 



4382 



gee acg gca gat eta geg ctg ggc egg get egg cac acg eag gea 
Ala Thr Ala Asp Leu Ala Leu Gly Arg Ala Arg His Thr Gin Ala 
1450 1455 1460 



4427 
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gag ctg cag egg gca ctg gta gaa ggt ggc ggc ate etc age egg 
Glu Leu Gin Arg Ala Leu Val Glu Gly Gly Gly He Leu Ser Arg 
1465 1470 1475 



4472 



gtg tct gag act cgt egg cag gca gaa gag gca cag cag cga gea 
Val Ser Glu Thr Arg Arg Gin Ala Glu Glu Ala Gin Gin Arg Ala 
1480 1485 1490 



4517 



cag gca gee ctg gac aag get aat get tec agg ggc cag gtg gaa 
Gin Ala Ala Leu Asp Lys Ala Asn Ala Ser Arg Gly Gin Val Glu 
1495 1500 1505 



4562 



cag gee aat cag gag ctt cga gaa ctt ate cag aat gtg aaa gac 
Gin Ala Asn Gin Glu Leu Arg Glu Leu He Gin Asn Val Lys Asp 
1510 1515 1520 



4607 



tte etc age cag gag gga gee gat ect gac agt att gaa atg gta 
Phe Uu Ser Gin Glu Gly Ala Asp Pro Asp Ser He Glu Met Val 
1525 1530 1535 



4652 



geg act egg gtg eta gac ate tec ate ecg gee tea ecc gag cag 
Ala Thr Arg Val Leu Asp He Ser He Pro Ala Ser Pro Glu Gin 
1540 1545 1550 



4697 



ate cag egc eta gee agt gag att gca gaa cgc gtc cga age etg 
He Gin Arg Leu Ala Ser Glu He Ala Glu Arg Val Arg Ser Leu 
1555 1560 1565 



4742 
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gcc gac gtg gac aca ate ctg gcc cat acc atg ggc gac gtg cgt 
Ala Asp Val Asp Thr He Leu Ala His Thr Met Gly Asp Val Arg 
1570 1575 1580 

egg get gaa cag eta etg caa gat gcg eae egg gea egg age egg 
Arg Ala Glu Gin Leu Leu Gin Asp Ala His Arg Ala Arg Ser Arg 
1585 1590 1595 

gee gag ggt gag aga eag aag gea gag aea gte eaa geg gea etg 
Ala Glu Gly Glu Arg Gin Lys Ala Glu Thr Val Gin Ala Ala Leu 
1600 1605 1610 

gag gag get eag agg gea eaa gga get get eag ggt gee ate tgg 
Glu Glu Ala Gin Arg Ala Gin Gly Ala Ala Gin Gly Ala He Trp 
1615 1620 1625 

gga gea gtg gtt gae aea eaa aae aea gag eag aee etg eag egg 
Gly Ala Val Val Asp Thr Gin Asn Thr Glu Gin Thr Leu Gin Arg 
1630 1635 1640 

gte eag gag agg atg gea ggt gea gag aag tet etg aae tet gee 
Val Gin Glu Arg Met Ala Gly Ala Glu Lys Ser Leu Asn Ser Ala 
1645 1650 1655 

ggt gag egg get egg eaa tta gae gee ete etg gag gee etg aaa 
Gly Glu Arg Ala Arg Gin Leu Asp Ala Leu Leu Glu Ala Uu Lys 
1660 1665 1670 

etg aaa egg gea gga aat age ctg gea gea tet aea gcg gaa gaa 



4787 



4832 



4877 



4922 



4967 



5012 



5057 
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Leu Lys Arg Ala Gly Asn Ser Leu Ala Ala Ser Thr Ala Glu Glu 
1675 1680 1685 



aca gca ggc agt gcc cag age cgt gcc agg gag get gag aaa caa 
Thr Ala Gly Ser Ala Gin Ser Arg Ala Arg Glu Ala Glu Lys Gin 
1690 1695 1700 

eta egg gaa caa gta ggt gac caa tac caa aca gtg agg geg ttg 
Leu Arg Glu Gin Val Gly Asp Gin Tyr Gin Thr Val Arg Ala Leu 
1705 1710 1715 

gca gag egg aag get gaa ggt gtt ctg get gca caa gcc agg gca 
Ala Glu Arg Lys Ala Glu Gly Val Leu Ala Ala Gin Ala Arg Ala 
1720 1725 1730 

gaa caa ctg egg gat gag get egg gac ctg ttg cag gcc get cag 
Glu Gin Leu Arg Asp Glu Ala Arg Asp Leu Leu Gin Ala Ala Gin 
1735 1740 1745 

gat aag ctg cag egg eta cag gag ctg gag ggc aca tat gag gag 
Asp Lys Leu Gin Arg Leu Gin Glu Leu Glu Gly Thr Tyr Glu Glu 
1750 1755 1760 

aac gag cgt gca ctg gag ggc aaa geg gee cag ctg gat ggg ctg 
Asn Glu Arg Ala Leu Glu Gly Lys Ala Ala Gin Leu Asp Gly Leu 
1765 1770 1775 

gaa gcc agg atg cge agt gtg etc cag gee ate aac ttg cag gte 
Glu Ala Arg Met Arg Ser Val Leu Gin Ala He Asn Leu Gin Val 



5147 



5192 



5237 



5282 



5327 



5372 
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1780 1785 1790 

cag ate tac aac acc tgc cag tga ccactcccta gggcctagcc ttgtcgccaa 5471 
Gin He Tyr Asn Thr Cys Gin 
1795 

gcactgttct gcacacgatc gtccgcacat taaagagctc ctggctagca agagctttca 5531 
ataaacctgt gtgaacctca aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 5583 



<210> 8 

<211> 1799 

<212> PRT 

<213> Mus musculus 

<400> 8 

Met Glu Trp Ala Ser Gly Glu Pro Gly Arg Gly Arg Gin Gly Gin Pro 
15 10 15 



Leu Pro Trp Glu Leu Arg Uu Gly Leu Leu Leu Ser Val Leu Ala Ala 
20 25 30 



Thr Leu Ala Gin Ala Pro Ser Leu Asp Val Pro Gly Cys Ser Arg Gly 
35 40 45 



iUiE#2 004-3066966 



#M 2003-181915 



: 294/ 



Ser Cys Tyr Pro Ala Thr Gly Asp Leu Leu Val Gly Arg Ala Asp Arg 
50 55 60 



Leu Thr Ala Ser Ser Thr Cys Gly Leu His Ser Pro Gin Pro Tyr Cys 
65 70 75 80 



He Val Ser His Leu Gin Asp Glu Lys Lys Cys Phe Leu Cys Asp Ser 
85 90 95 



Arg Arg Pro Phe Ser Ala Arg Asp Asn Pro Asn Ser His Arg He Gin 
100 105 110 



Asn Val Val Thr Ser Phe Ala Pro Gin Arg Arg Thr Ala Trp Trp Gin 
115 120 125 



Ser Glu Asn Gly Val Pro Met Val Thr He Gin Leu Asp Leu Glu Ala 
130 135 140 



Glu Phe His Phe Thr His Leu He Met Thr Phe Lys Thr Phe Arg Pro 
145 150 155 160 
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Ala Ala Met Leu Val Glu Arg Ser Ala Asp Phe Gly Arg Thr Trp His 
165 170 175 



Val Tyr Arg Tyr Phe Ser Tyr Asp Cys Gly Ala Asp Phe Pro Gly He 
180 185 190 



Pro Leu Ala Pro Pro Arg Arg Trp Asp Asp Val Val Cys Glu Ser Arg 

195 200 205 



Tyr Ser Glu He Glu Pro Ser Thr Glu Gly Glu Val He Tyr Arg Val 
210 215 220 



Uu Asp Pro Ala He Pro He Pro Asp Pro Tyr Ser Ser Arg He Gin 
225 230 235 240 



Asn Leu Leu Lys He Thr Asn Leu Arg Val Asn Leu Thr Arg Leu His 
245 250 255 



Thr Leu Gly Asp Asn Uu Leu Asp Pro Arg Arg Glu He Arg Glu Lys 
260 265 270 



Tyr Tyr Tyr Ala Leu Tyr Glu Leu Val He Arg Gly Asn Cys Phe Cys 
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Tyr Gly His Ala Ser Gin Cys Ala Pro Ala Pro Gly Ala Pro Ala His 
290 295 300 



Ala Glu Gly Met Val His Gly Ala Cys He Cys Lys His Asn Thr Arg 
305 310 315 320 



Gly Leu Asn Cys Glu Gin Cys Gin Asp Phe Tyr Gin Asp Leu Pro Trp 
325 330 335 



His Pro Ala Glu Asp Gly His Thr His Ala Cys Arg Lys Cys Glu Cys 
340 345 350 



Asn Gly His Thr His Ser Cys His Phe Asp Met Ala Val Tyr Leu Ala 
355 360 365 



Ser Gly Asn Val Ser Gly Gly Val Cys Asp Gly Cys Gin His Asn Thr 
370 375 380 



Ala Gly Arg His Cys Glu Phe Cys Arg Pro Phe Phe Tyr Arg Asp Pro 
385 390 395 400 
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Thr Lys Asp Met Arg Asp Pro Ala Val Cys Arg Pro Cys Asp Cys Asp 
405 410 415 



Pro Met Gly Ser Gin Asp Gly Gly Arg Cys Asp Ser His Asp Asp Pro 
420 425 430 



Val Leu Gly Leu Val Ser Gly Gin Cys Arg Cys Lys Glu His Val Val 
435 440 445 



Gly Thr Arg Cys Gin Gin Cys Arg Asp Gly Phe Phe Gly Leu Ser Ala 
450 455 460 



Ser Asp Pro Arg Gly Cys Gin Arg Cys Gin Cys Asn Ser Arg Gly Thr 
465 470 475 480 



Val Pro Gly Ser Ser Pro Cys Asp Ser Ser Ser Gly Thr Cys Phe Cys 
485 490 495 



Lys Arg Leu Val Thr Gly His Gly Cys Asp Arg Cys Leu Pro Gly His 
500 505 510 
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Trp Gly Leu Ser His Asp Leu Leu Gly Cys Arg Pro Cys Asp Cys Asp 
515 520 525 



Val Gly Gly Ala Leu Asp Pro Gin Cys Asp Glu Ala Thr Gly Gin Cys 
530 535 540 



Arg Cys Arg Gin His Met He Gly Arg Arg Cys Glu Gin Val Gin Pro 
545 550 555 560 



Gly Tyr Phe Arg Pro Phe Leu Asp His Leu Thr Trp Glu Ala Glu Ala 
565 570 575 



Ala Gin Gly Gin Gly Leu Glu Val Val Glu Arg Leu Val Thr Asn Arg 
580 585 590 



Glu Thr Pro Ser Trp Thr Gly Pro Gly Phe Val Arg Leu Arg Glu Gly 
595 600 605 



Gin Glu Val Glu Phe Leu Val Thr Ser Leu Pro Arg Ala Met Asp Tyr 
610 615 620 
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Asp Leu Leu Leu Arg Trp Glu Pro Gin Val Pro Glu Gin Trp Ala Glu 
625 630 635 640 



Leu Glu Leu Met Val Gin Arg Pro Gly Pro Val Ser Ala His Ser Pro 
645 650 655 



Cys Gly His Val Leu Pro Lys Asp Asp Arg He Gin Gly Met Leu His 

660 665 670 



Pro Asn Thr Arg Phe Leu Val Phe Pro Arg Pro Val Cys Uu Glu Pro 
675 680 685 



Gly He Ser Tyr Lys Leu Lys Leu Lys Leu He Gly Thr Gly Gly Arg 
690 695 700 



Ala Gin Pro Glu Thr Ser Tyr Ser Gly Leu Leu He Asp Ser Leu Val 
705 710 715 720 



Leu Gin Pro His Val Leu Val Leu Glu Met Phe Ser Gly Gly Asp Ala 
725 730 735 



Ala Ala Leu Glu Arg Arg Thr Thr Phe Glu Arg Tyr Arg Cys His Glu 
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740 745 750 

Glu Gly Leu Met Pro Ser Lys Ala Pro Uu Ser Glu Thr Cys Ala Pro 
755 760 765 

Leu Leu He Ser Val Ser Ala Leu He Tyr Asn Gly Ala Leu Pro Cys 
770 775 780 

Gin Cys Asp Pro Gin Gly Ser Leu Ser Ser Glu Cys Ser Pro His Gly 
785 790 795 800 

Gly Gin Cys Arg Cys Lys Pro Gly Val Val Gly Arg Arg Cys Asp Val 
805 810 815 

Cys Ala Thr Gly Tyr Tyr Gly Phe Gly Pro Ala Gly Cys Gin Ala Cys 
820 825 830 

Gin Cys Ser Pro Asp Gly Ala Uu Ser Ala Leu Cys Glu Gly Thr Ser 
835 840 845 

Gly Gin Cys Pro Cys Arg Pro Gly Ala Phe Gly Leu Arg Cys Asp His 
850 855 860 
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Cys Gin Arg Gly Gin Trp Gly Phe Pro Asn Cys Arg Pro Cys Val Cys 
865 870 875 880 



Asn Gly Arg Ala Asp Glu Cys Asp Thr His Thr Gly Ala Cys Leu Gly 
885 890 895 



Cys Arg Asp Tyr Thr Gly Gly Glu His Cys Glu Arg Cys He Ala Gly 
900 905 910 



Phe His Gly Asp Pro Arg Leu Pro Tyr Gly Gly Gin Cys Arg Pro Cys 
915 920 925 



Pro Cys Pro Glu Gly Pro Gly Ser Gin Arg His Phe Ala Thr Ser Cys 
930 935 940 



His Arg Asp Gly Tyr Ser Gin Gin He Val Cys Gin Cys Arg Glu Gly 
945 950 955 960 



Tyr Thr Gly Leu Arg Cys Glu Ala Cys Ala Pro Gly His Phe Gly Asp 
965 970 975 
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Pro Ser Lys Pro Gly Gly Arg Cys Gin Leu Cys Glu Cys Ser Gly Asn 
980 985 990 



He Asp Pro Met Asp Pro Asp Ala Cys Asp Pro His Thr Gly Gin Cys 
995 1000 1005 



Leu Arg Cys Leu His Asn Thr Glu Gly Pro His Cys Gly Tyr Cys 
1010 1015 1020 



Lys Pro Gly Phe His Gly Gin Ala Ala Arg Gin Ser Cys His Arg 
1025 1030 1035 

Cys Thr Cys Asn Leu Leu Gly Thr Asp Pro Arg Arg Cys Pro Ser 
1040 1045 1050 

Thr Asp Leu Cys His Cys Asp Pro Ser Thr Gly Gin Cys Pro Cys 
1055 1060 1065 



Uu Pro His Val Gin Gly Leu Asn Cys Asp His Cys Ala Pro Asn 
1070 1075 1080 
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Phe Trp Asn Phe Thr Ser Gly Arg Gly Cys Gin Pro Cys Ala Cys 
1085 1090 1095 



His Pro Ser Arg Ala Arg Gly Pro Thr Cys Asn Glu Phe Thr Gly 
1100 1105 1110 



Gin Cys His Cys His Ala Gly Phe Gly Gly Arg Thr Cys Ser Glu 
1115 1120 1125 

Cys Gin Glu Leu Tyr Trp Gly Asp Pro Gly Leu Gin Cys Arg Ala 
1130 1135 1140 



Cys Asp Cys Asp Pro Arg Gly He Asp Lys Pro Gin Cys His Arg 
1145 1150 1155 

Ser Thr Gly His Cys Ser Cys Arg Pro Gly Val Ser Gly Val Arg 
1160 1165 1170 



Cys Asp Gin Cys Ala Arg Gly Phe Ser Gly Val Phe Pro Ala Cys 
1175 1180 1185 
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His Pro Cys His Ala Cys Phe Gly Asp Trp Asp Arg Val Val Gin 
1190 1195 1200 



Asp Leu Ala Ala Arg Thr Arg Arg Leu Glu Gin Trp Ala Gin Glu 
1205 1210 1215 



Leu Gin Gin Thr Gly Val Leu Gly Ala Phe Glu Ser Ser Phe Leu 
1220 1225 1230 



Asn Met Gin Gly Lys Leu Gly Met Val Gin Ala He Met Ser Ala 
1235 1240 1245 



Arg Asn Ala Ser Ala Ala Ser Thr Ala Lys Leu Val Glu Ala Thr 
1250 1255 1260 



Glu Gly Leu Arg His Glu He Gly Lys Thr Thr Glu Arg Leu Thr 
1265 1270 1275 



Gin Leu Glu Ala Glu Leu Thr Ala Val Gin Asp Glu Asn Phe Asn 
1280 1285 1290 



Ala Asn His Ala Leu Ser Gly Leu Glu Arg Asp Gly Leu Ala Leu 
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Asn Leu Thr Leu Arg Gin Leu Asp Gin His Leu Glu He Leu Lys 
1310 1315 1320 



His Ser Asn Phe Leu Gly Ala Tyr Asp Ser He Arg His Ala His 
1325 1330 1335 



Ser Gin Ser Thr Glu Ala Glu Arg Arg Ala Asn Ala Ser Thr Phe 
1340 1345 1350 



Ala Val Pro Ser Pro Val Ser Asn Ser Ala Asp Thr Arg Arg Arg 
1355 1360 1365 



Thr Glu Val Leu Met Gly Ala Gin Lys Glu Asn Phe Asn Arg Gin 
1370 1375 1380 



His Leu Ala Asn Gin Gin Ala Leu Gly Arg Leu Ser Ala His Ala 
1385 1390 1395 

His Thr Leu Ser Leu Thr Gly He Asn Glu Leu Val Cys Gly Ala 
1400 1405 1410 
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Pro Gly Asp Ala Pro Cys Ala Thr Ser Pro Cys Gly Gly Ala Gly 
1415 1420 1425 



Cys Arg Asp Glu Asp Gly Gin Pro Arg Cys Gly Gly Leu Gly Cys 
1430 1435 1440 

Ser Gly Ala Ala Ala Thr Ala Asp Leu Ala Leu Gly Arg Ala Arg 
1445 1450 1455 

His Thr Gin Ala Glu Leu Gin Arg Ala Leu Val Glu Gly Gly Gly 
1460 1465 1470 

He Leu Ser Arg Val Ser Glu Thr Arg Arg Gin Ala Glu Glu Ala 
1475 1480 1485 

Gin Gin Arg Ala Gin Ala Ala Leu Asp Lys Ala Asn Ala Ser Arg 
1490 1495 1500 

Gly Gin Val Glu Gin Ala Asn Gin Glu Leu Arg Glu Leu He Gin 
1505 1510 1515 
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Asn Val Lys Asp Phe Leu Ser Gin Glu Gly Ala Asp Pro Asp Ser 
1520 1525 1530 



He Glu Met Val Ala Thr Arg Val Leu Asp He Ser He Pro Ala 
1535 1540 1545 



Ser Pro Glu Gin He Gin Arg Leu Ala Ser Glu He Ala Glu Arg 
1550 1555 1560 



Val Arg Ser Leu Ala Asp Val Asp Thr He Leu Ala His Thr Met 
1565 1570 1575 



Gly Asp Val Arg Arg Ala Glu Gin Leu Leu Gin Asp Ala His Arg 
1580 1585 1590 



Ala Arg Ser Arg Ala Glu Gly Glu Arg Gin Lys Ala Glu Thr Val 
1595 1600 1605 



Gin Ala Ala Leu Glu Glu Ala Gin Arg Ala Gin Gly Ala Ala Gin 
1610 1615 1620 
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Gly Ala He Trp Gly Ala Val Val Asp Thr Gin Asn Thr Glu Gin 
1625 1630 1635 



Thr Leu Gin Arg Val Gin Glu Arg Met Ala Gly Ala Glu Lys Ser 
1640 1645 1650 



Leu Asn Ser Ala Gly Glu Arg Ala Arg Gin Leu Asp Ala Leu Leu 
1655 1660 1665 



Glu Ala Leu Lys Leu Lys Arg Ala Gly Asn Ser Leu Ala Ala Ser 
1670 1675 1680 



Thr Ala Glu Glu Thr Ala Gly Ser Ala Gin Ser Arg Ala Arg Glu 
1685 1690 1695 



Ala Glu Lys Gin Leu Arg Glu Gin Val Gly Asp Gin Tyr Gin Thr 
1700 1705 1710 



Val Arg Ala Leu Ala Glu Arg Lys Ala Glu Gly Val Leu Ala Ala 
1715 1720 1725 



Gin Ala Arg Ala Glu Gin Leu Arg Asp Glu Ala Arg Asp Leu Leu 
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Gin Ala Ala Gin Asp Lys Leu Gin Arg Leu Gin Glu Leu Glu Gly 
1745 1750 1755 



Thr Tyr Glu Glu Asn Glu Arg Ala Leu Glu Gly Lys Ala Ala Gin 
1760 1765 1770 



Leu Asp Gly Leu Glu Ala Arg Met Arg Ser Val Leu Gin Ala He 
1775 1780 1785 



Asn Uu Gin Val Gin He Tyr Asn Thr Cys Gin 
1790 1795 



<210> 9 

<211> 5153 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1)..(1476) 

<223> laminin 12 gamma 3 chain 
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<400> 9 

atg get gta tec agg gtc ctg tec etc ctg gca acg gtg gca teg atg 48 

Met Ala Val Ser Arg Val Leu Ser Leu Leu Ala Thr Val Ala Ser Met 
15 10 15 

gcg ctg gtg att cag gag aca cac ttc geg gca ggc geg gac atg ggc 96 
Ala Leu Val He Gin Glu Thr His Phe Ala Ala Gly Ala Asp Met Gly 
20 25 30 

tct tgc tac gac ggt gtg gga cgc gca cag cgc tgt ctg cct gag ttc 144 
Ser Cys Tyr Asp Gly Val Gly Arg Ala Gin Arg Cys Leu Pro Glu Phe 
35 40 45 

gag aac gcg gcg ttc ggc ega cgc gee gag gee tec cac acg tgc gga 192 
Glu Asn Ala Ala Phe Gly Arg Arg Ala Glu Ala Ser His Thr Cys Gly 
50 55 60 

egg ecc ccg gag gac ttc tgt eca cac gtg ggg gca cea ggg get ggg 240 
Arg Pro Pro Glu Asp Phe Cys Pro His Val Gly Ala Pro Gly Ala Gly 
65 70 75 80 

eta cag tgc cag cgc tgc gac gat get gac ecc gga ega cgc cac gac 288 
Leu Gin Cys Gin Arg Cys Asp Asp Ala Asp Pro Gly Arg Arg His Asp 
85 90 95 

gee tec tac etc aca gac ttc cac age ecc gat gac age ace tgg tgg 336 
Ala Ser Tyr Leu Thr Asp Phe His Ser Pro Asp Asp Ser Thr Trp Trp 
100 105 110 
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cag age cca tec atg gee ttc ggg gtg eag tae cec ace teg gtt aac 
Gin Ser Pro Ser Met Ala Phe Gly Val Gin Tyr Pro Thr Ser Val Asn 
115 120 125 



384 



etg aee ttg age tta ggg aag gee tat gag att ace tat gtg agg etg 
Leu Thr Leu Ser Leu Gly Lys Ala Tyr Glu He Thr Tyr Val Arg Leu 
130 135 140 



432 



aag ttc cae ace agt cge eet gag agt ttt gee ate tae aag cge aeg 
Lys Phe His Thr Ser Arg Pro Glu Ser Phe Ala He Tyr Lys Arg Thr 
145 150 155 160 



480 



tae gee agt gge cec tgg gag ecc tae caa tae tae agt gee tee tge 
Tyr Ala Ser Gly Pro Trp Glu Pro Tyr Gin Tyr Tyr Ser Ala Ser Cys 
165 170 175 



528 



cag aaa ace tat gge cgt eet gag gge cae tae etg cga ccg gge gag 
Gin Lys Thr Tyr Gly Arg Pro Glu Gly His Tyr Leu Arg Pro Gly Glu 
180 185 190 



576 



gat gag agg gtg gee ttc tge aee tet gag ttc agt gac ate tec cec 
Asp Glu Arg Val Ala Phe Cys Thr Ser Glu Phe Ser Asp He Ser Pro 
195 200 205 



624 



ttg aac ggg gge aac gtg gee ttc tec ace etg gaa gge cgt cec agt 
Leu Asn Gly Gly Asn Val Ala Phe Ser Thr Leu Glu Gly Arg Pro Ser 
210 215 220 



672 
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gcc tac aac ttt gag gag age cct gtg ctg cag gag tgg gtc acc age 
Ala Tyr Asm Phe Glu Glu Ser Pro Val Leu Gin Glu Trp Val Thr Ser 
225 230 235 240 



720 



aet gae ate etg ate tet eta gat egg ete aae aeg ttt ggg gat gae 
Thr Asp He Leu He Ser Leu Asp Arg Leu Asn Thr Phe Gly Asp Asp 
245 250 255 



768 



ate tte aag gae cce aga gtg ete eag tet tae tae tae get gtg tet 
He Phe Lys Asp Pro Arg Val Leu Gin Ser Tyr Tyr Tyr Ala Val Ser 
260 265 270 



816 



gae tte tet gtg ggt gge agg tge aaa tge aat ggt eae gee agt gaa 
Asp Phe Ser Val Gly Gly Arg Cys Lys Cys Asn Gly His Ala Ser Glu 
275 280 285 



864 



tge gaa cee aat geg get ggt eag etg get tge egc tgt eag eae aae 
Cys Glu Pro Asn Ala Ala Gly Gin Leu Ala Cys Arg Cys Gin His Asn 
290 295 300 



912 



aee aea gga gtg gae tge gag egt tgt etg eee tte tte cag gae egt 
Thr Thr Gly Val Asp Cys Glu Arg Cys Leu Pro Phe Phe Gin Asp Arg 
305 310 315 320 



960 



eeg tgg gee ega gge aee gee gag gat gee aae gag tgt etg eee tge 
Pro Trp Ala Arg Gly Thr Ala Glu Asp Ala Asn Glu Cys Leu Pro Cys 
325 .330 335 



1008 



aac tge agt ggg eae tet gag gag tge aeg ttt gae a^ gag etc tat 



1056 
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Asn Cys Ser Gly His Ser Glu Glu Cys Thr Phe Asp Arg Glu Leu Tyr 
340 345 350 



egg age aca ggc eat ggt ggg eac tgt cag egg tge cgt gae eac aea 
Arg Ser Thr Gly His Gly Gly His Cys Gin Arg Cys Arg Asp His Thr 
355 360 365 



1104 



aet ggg eea eae tgt gag cgc tgt gag aag aac tac tae aga tgg tee 
Thr Gly Pro His Cys Glu Arg Cys Glu Lys Asn Tyr Tyr Arg Trp Ser 

370 375 380 



1152 



ceg aag aea eea tge eaa cee tgt gae tge eae eea gea gge tet etg 
Pro Lys Thr Pro Cys Gin Pro Cys Asp Cys His Pro Ala Gly Ser Leu 
385 390 395 400 



1200 



agt ete eag tgt gae aae tea gge gte tgt eee tge aag ece aca gtg 
Ser Leu Gin Cys Asp Asn Ser Gly Val Cys Pro Cys Lys Pro Thr Val 
405 410 415 



1248 



aet gge tgg aag tgt gae ege tge etg eet gga tte eae tea ete agt 
Thr Gly Trp Lys Cys Asp Arg Cys Leu Pro Gly Phe His Ser Leu Ser 



1296 



420 



425 



430 



gag gge gge tge aga eee tgt gee tge aat gte gee gge age ttg gge 
Glu Gly Gly Cys Arg Pro Cys Ala Cys Asn Val Ala Gly Ser Leu Gly 
435 440 445 



1344 



aee tgt gae eee ege agt ggg aae tgt eee tge aaa gag aat gta gaa 



1392 
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Thr Cys Asp Pro Arg Ser Gly Asn Cys Pro Cys Lys Glu Asn Val Glu 
450 455 460 

ggc age ctg tgt gac aga tgc cgc cct ggg aca ttt aac ctg cag ccc 1440 
Gly Ser Leu Cys Asp Arg Cys Arg Pro Gly Thr Phe Asn Leu Gin Pro 
465 470 475 480 

cac aat cca gtg ggc tgc age age tgc tte tgt tat ggccaetcea I486 
His Asn Pro Val Gly Cys Ser Ser Cys Phe Cys Tyr 
485 490 

aggtgtgttc tectgctgcc gggttceagg aacaceacat cegcteagae ttcegecatg 1546 

gagctggtgg ctggcagatc agaagcatgg gagtgtccaa gcgtcctctg caatggagcc 1606 

agagt^et cctcetggge ctgegaggag gggaggaact etcagcccca aagaagttcc 1666 

tgggagacca gagactcagc tatggaeagc cagteatact gaccctccaa gtaceccctg 1726 

gaggctecee acctectatt eagctgagac tggagggagc aggettggct ctgtetetga 1786 

ggccctccag tctacccagc cctcaggaca ccaggcagcc aagacgagtt cagctccagt 1846 

tectettgea ggagacttct gaggaggeag agteeeeact gcecacctte caettecagc 1906 

gcctgctttc caatctgact gctctgagca tctggaccag tggccaagga ccgggccatt 1966 

ctggceaagt gctettgtgt gaagtteage teaeatcgge ctggcceeag cgtgagcttg 2026 
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cccctccagc ctcttgggtg gagacctgct tatgtcccca gggatacaca ggccagttct 2086 
gtgaattctg tgctctggga tacaagagag aaatacctca tgggggtccc tatgccaact 2146 
gcattccctg cacctgcaac cagcatggca cctgtgaccc caacacag^ atctgcctgt 2206 
gtggccacca caccgagggt ccatcctgtg agcggtgcat gccaggtttc tacggtaacg 2266 
ccttctcagg ccgtgctgat gattgccagc cctgtccgtg ccctggccaa tcagcctgtg 2326 
caaccatccc agagagtgga gatgtggtgt gcacacactg ccctcctggt cagagaggac 2386 
gacgatgcga gagctgcgaa gatggctttt ttggggatcc tctagggctc tctggagctc 2446 
cccagccctg ccgccgatgc cagtgcagcg ggaacgtgga tctcaatgct gtgggcaact 2506 
gtgatcctca ttctggccac tgcttgcgct gtctgtacaa cacgacaggg gcccactgcg 2566 
agcactgtcg ggagggtttc tacgggagtg ccgtggccac aaggcccgtg gacaaatgtg 2626 
ctccctgcag ctgtgacctg aggggctcag tcagtgagaa gacctgcaac cctgtgactg 2686 
gccagtgtgt ctgcctgcct tatgtctccg ggagggactg cagccgctgc agccctggct 2746 
tctatgacct ccagtctggg aggggctgcc agagctgcaa atgtcaccca cttggatcct 2806 
tggagaataa gtgccacccc aagactggcc agtgtccctg ccgacctggt gtcactggcc 2866 
aagcctgtga cagatgccag ctaggtttct ttggcttctc catcaagggc tgccgagact 2926 
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gtaggtgctc cccattgggt gctgcctcat ctcagtgcca tgagaacagc acctgtgtgt 2986 

gccggcccgg ctttgtgggc tataaatgcg accgctgcca ggacaatttc ttcctcgcgg 3046 

atggcgacac aggctgccaa gagtgtccca cttgctatgc cctagtgaag gaagaggcag 3106 

ccaagctgaa ggccaggttg atgctgatgg aggggtggct tcaaaggtct gactgtggta 3166 

gcccctgggg accactagac attctgcagg gagaagcccc tctgggggat gtctaccaag 3226 

gtcaccacct acttcaagag acccggggga ccttcctgca gcagatggtg ggcctggagg 3286 
attctgtgaa ggccacttgg gagcagttgc aggtgctgag agggcatgta cactgtgccc 3346 
aggctggagc tcagaagacc tgcatccagc tggcagagct ggaggagaca ttgcagtcct 3406 
cagaggagga ggtccttcgt gcagcctcag ctctctcatt tctggcaagt cttcagaaag 3466 
gatccagcac acccaccaat tggagtcacc tggcatcaga ggcccagatc cttgccagaa 3526 
gccacaggga cacggccacc aagatcgaag ctacctcgga aagggccctg ctcgcctcca 3586 
acgccagcta tgagctcctg aagctgatgg aaggcagagt ggcctcggaa gcccagcagg 3646 
aactggagga caggtaccag gaggtgcagg cagctcagac tgccctgggc atagctgtgg 3706 
cagaggcgct gcccaaagct gaaaaggcac tggccacggt gaagcaagtc attggtgacg 3766 
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cagccccaca tctaggcttg ctggtcaccc ctgaagcaat gaacttccaa gccagg^cc 3826 
tgagctggaa agtgaaggcc ctggagcaga agctggagca gaaggagccc gaggtgggcc 3886 
agtctgtggg agccctgcag gtggaggctg gaagagcctt ggagaagatg gagcccttta 3946 
tgcagctacg caataagacc acagctgcct tcacacgggc ttcctcagct gtgcaagctg 4006 
ccaaggtgac cgtcatagga gcagagaccc tgctagctga cctagaggga atgaagctga 4066 
ggtctcctct acccaaggag caggcagcgc tgaagaagaa agcaggcagc atcaggacca 4126 
ggctcct^a ^acacaaag aggaagacca agcatgcaga gaggatgctg ggaaatgctg 4186 
cctctctctc ctccagcacc aagaagaaaa gcaaagaagc agaactgatg tctaaggaca 4246 
atgccaagct ctccagagct ttgctgaggg aaggcaagca gggctaccgt catgccagcc 4306 
gactcgccag ccagacccag gccacactcc gtcgggcctc tcgcctgctg ctgacctcag 4366 
aagcacacaa gcaggagctg gaggaagcta aacaggtgac ctctgggctg agcactgtgg 4426 
agcgccaggt ccgagagtct cggatctcct tggagaagga caccaaggtc ctgtcagagc 4486 
tgcttgtgaa gctggggtcc ctgggtgtcc accaagcccc tgctcagacc ctgaacgaga 4546 
cccagcgggc actagaaagc ttgaggctgc agctggattc ccacggagcc ctgcatcaca 4606 
aactgaggca gctggaggaa gagtctgctc gacaggagct gcagattcag agctttgagg 4666 
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acgaccttgc tgagatccgc gctgacaagc acaacttgga gaccattctg agcagtctgc 4726 

cagagaactg tgccagctag accctggtac accctcccca ccctgccgtt tcctgtccac 4786 

tccctgtagg tgtcccaggt ctgcctgtcg tatgttcacg tgaatgcttg tttgctggtg 4846 

catcttcggt ctgagcagga gtgaatacat gctcacacct ccacagatga ccctgtatgt 4906 

agtcctcagt gtgtactctc taaacgtgca tcagcataca caccccagta tttgcacata 4966 

tgtgtatgtg atgcactgat gtgttaagac cacctgtgtg catgcacaca tatgagagtc 5026 

tagagctgtg gagagcagtc ctgagcttgg cacatccaca ttctggtggg ttcctgctat 5086 

gaatatcctg caggatgaca catctacacc tcctcagaat cagggccaac aggtgtactc 5146 



gagctga 



5153 



<210> 10 

<211> 492 

<212> PRT 

<213> Mus rausculus 

<400> 10 

Met Ala Val Ser Arg Val Uu Ser Leu Leu Ala Thr Val Ala Ser Met 
15 10 15 
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Ala Leu Val He Gin Glu Thr His Phe Ala Ala Gly Ala Asp Met Gly 
20 25 30 



Ser Cys Tyr Asp Gly Val Gly Arg Ala Gin Arg Cys Leu Pro Glu Phe 
35 40 45 



Glu Asn Ala Ala Phe Gly Arg Arg Ala Glu Ala Ser His Thr Cys Gly 
50 55 60 



Arg Pro Pro Glu Asp Phe Cys Pro His Val Gly Ala Pro Gly Ala Gly 
65 70 75 80 



Leu Gin Cys Gin Arg Cys Asp Asp Ala Asp Pro Gly Arg Arg His Asp 
85 90 95 



Ala Ser Tyr Leu Thr Asp Phe His Ser Pro Asp Asp Ser Thr Trp Trp 
100 105 110 



Gin Ser Pro Ser Met Ala Phe Gly Val Gin Tyr Pro Thr Ser Val Asn 
115 120 125 
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Leu Thr Leu Ser Leu Gly Lys Ala Tyr Glu He Thr Tyr Val Arg Leu 
130 135 140 



Lys Phe His Thr Ser Arg Pro Glu Ser Phe Ala He Tyr Lys Arg Thr 
145 150 155 160 



Tyr Ala Ser Gly Pro Trp Glu Pro Tyr Gin Tyr Tyr Ser Ala Ser Cys 
165 170 175 



Gin Lys Thr Tyr Gly Arg Pro Glu Gly His Tyr Leu Arg Pro Gly Glu 
180 185 190 



Asp Glu Arg Val Ala Phe Cys Thr Ser Glu Phe Ser Asp He Ser Pro 
195 200 205 



Leu Asn Gly Gly Asn Val Ala Phe Ser Thr Leu Glu Gly Arg Pro Ser 
210 215 220 



Ala Tyr Asn Phe Glu Glu Ser Pro Val Leu Gin Glu Trp Val Thr Ser 
225 230 235 240 
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Thr Asp He Leu He Ser Leu Asp Arg Leu Asn Thr Phe Gly Asp Asp 
245 250 255 



He Phe Lys Asp Pro Arg Val Leu Gin Ser Tyr Tyr Tyr Ala Val Ser 
260 265 270 



Asp Phe Ser Val Gly Gly Arg Cys Lys Cys Asn Gly His Ala Ser Glu 
275 280 285 



Cys Glu Pro Asn Ala Ala Gly Gin Leu Ala Cys Arg Cys Gin His Asn 
290 295 300 



Thr Thr Gly Val Asp Cys Glu Arg Cys Leu Pro Phe Phe Gin Asp Arg 
305 310 315 320 



Pro Trp Ala Arg Gly Thr Ala Glu Asp Ala Asn Glu Cys Leu Pro Cys 
325 330 335 



Asn Cys Ser Gly His Ser Glu Glu Cys Thr Phe Asp Arg Glu Leu Tyr 
340 345 350 



Arg Ser Hir Gly His Gly Gly His Cys Gin Arg Cys Arg Asp His Thr 
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Thr Gly Pro His Cys Glu Arg Cys Glu Lys Asn Tyr Tyr Arg Trp Ser 
370 375 380 



Pro Lys Thr Pro Cys Gin Pro Cys Asp Cys His Pro Ala Gly Ser Leu 
385 390 395 400 



Ser Leu Gin Cys Asp Asn Ser Gly Val Cys Pro Cys Lys Pro Thr Val 
405 410 415 



Thr Gly Trp Lys Cys Asp Arg Cys Leu Pro Gly Phe His Ser Leu Ser 
420 425 430 



Glu Gly Gly Cys Arg Pro Cys Ala Cys Asn Val Ala Gly Ser Leu Gly 
435 440 445 



Thr Cys Asp Pro Arg Ser Gly Asn Cys Pro Cys Lys Glu Asn Val Glu 
450 455 460 



Gly Ser Leu Cys Asp Arg Cys Arg Pro Gly Thr Phe Asn Leu Gin Pro 
465 470 475 480 
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His Asn Pro Val Gly Cys Ser Ser Cys Phe Cys Tyr 
485 490 



<210> 11 

<211> 2265 

<212> PRT 

<213> Bos taurus 

<400> 11 

Gin Ala Gin Gin He Val Gin Pro Gin Ser Pro Leu Thr Val Ser Gin 
15 10 15 

Ser Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin He Asn Gin 
20 25 30 

Gin Trp Glu Arg Thr Tyr Leu Gly Ser Ala Leu Val Cys Thr Cys Tyr 
35 40 45 

Gly Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Pro Glu Glu 
50 55 60 
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Thr Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg Val Gly Asp Thr 
65 70 75 80 



Tyr Glu Arg Pro Lys Asp Ser Met He Trp Asp Cys Thr Cys He Gly 
85 90 95 



Ala Gly Arg Gly Arg He Ser Cys Thr He Ala Asn Arg Cys His Glu 
100 105 110 



Gly Gly Gin Ser Tyr Lys He Gly Asp Thr Trp Arg Arg Pro His Glu 
115 120 125 



Thr Gly Gly Tyr Met Leu Glu Cys Val Cys Leu Gly Asn Gly Lys Gly 
130 135 140 



Glu Trp Thr Cys Lys Pro He Ala Glu Lys Cys Phe Asp Gin Ala Ala 
145 150 155 160 



Gly Thr Ser Tyr Val Val Gly Glu Thr Trp Glu Lys Pro Tyr Gin Gly 
165 170 175 



Trp Met Met Val Asp Cys Thr Cys Leu Gly Glu Gly Ser Gly Arg He 
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Thr Cys Thr Ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser 
195 200 205 



Tyr Arg He Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu 
210 215 220 



Leu Gin Cys He Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu 
225 230 235 240 



Arg His Thr Ser Leu Gin Thr Thr Ser Ala Gly Ser Gly Ser Phe Thr 
245 250 255 



Asp Val Arg Thr Ala He Tyr Gin Pro Gin Pro His Pro Gin Pro Pro 
260 265 270 



Pro Tyr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser Val Gly 
275 280 285 



Met Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Leu Cys Thr Cys 
290 295 300 
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Leu Gly Asn Gly Val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr 
305 310 315 320 



Gly Gly Asn Ser Asn Gly Glu Pro Cys Val Leu Pro Phe Thr Tyr Asn 
325 330 335 



Gly Lys Thr Phe Tyr Ser Cys Thr Thr Glu Gly Arg Gin Asp Gly His 
340 345 350 



Leu Trp Cys Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser 
355 360 365 



Phe Cys Thr Asp His Thr Val Leu Val Gin Thr Arg Gly Gly Asn Ser 
370 375 380 



Asn Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr 
385 390 395 400 



Thr Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly 
405 410 415 
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Thr Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met 
420 425 430 



Ala Ala His Glu Glu He Cys Thr Thr Asn Glu Gly Val Met Tyr Arg 
435 440 445 



He Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg 
450 455 460 



Cys Thr Cys Val Gly Asn Gly Arg Gly Glu Trp Thr Cys Val Ala Tyr 
465 470 475 480 



Ser Gin Leu Arg Asp Gin Cys He Val Asp Gly He Thr Tyr Asn Val 
485 490 495 



Asn Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys 
500 505 510 



Thr Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp 
515 520 525 
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Gin Cys Gin Asp Ser Glu Thr Arg Thr Phe Tyr Gin He Gly Asp Ser 
530 535 540 



Trp Glu Lys Tyr Leu Gin Gly Val Arg Tyr Gin Cys Tyr Cys Tyr Gly 
545 550 555 560 



Arg Gly He Gly Glu Trp Ala Cys Gin Pro Leu Gin Thr Tyr Pro Asp 
565 570 575 



Thr Ser Gly Pro Val Gin Val He He Thr Glu Thr Pro Ser Gin Pro 
580 585 590 



Asn Ser His Pro He Gin Trp Ser Ala Pro Glu Ser Ser His He Ser 
595 600 605 



Lys Tyr lie Leu Arg Trp Lys Pro Lys Asn Ser Pro Asp Arg Trp Lys 
610 615 620 



Glu Ala Thr He Pro Gly His Leu Asn Ser Tyr Thr He Lys Gly Leu 
625 630 635 640 



Arg Pro Gly Val Val Tyr Glu Gly Gin Uu He Ser Val Gin His Tyr 
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645 650 655 

Gly Gin Arg Glu Val Thr Arg Phe Asp Phe Thr Thr Thr Ser Thr Ser 
660 665 670 

Pro Ala Val Thr Ser Asn Thr Val Thr Gly Glu Thr Thr Pro Leu Ser 
675 680 685 

Pro Val Val Ala Thr Ser Glu Ser Val Thr Glu He Thr Ala Ser Ser 
690 695 700 

Phe Val Val Ser Trp Val Ser Ala Ser Asp Thr Val Ser Gly Phe Arg 
705 710 715 720 

Val Glu Tyr Glu Leu Ser Glu Glu Gly Asp Glu Pro Gin Tyr Leu Asp 
725 730 735 

Uu Pro Ser Thr Ala Thr Ser Val Asn He Pro Asp Leu Leu Pro Gly 
740 745 750 

Arg Lys Tyr Thr Val Asn Val Tyr Glu He Ser Glu Glu Gly Glu Gin 
755 760 765 
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Asn Leu lie Leu Ser Thr Ser Gin Thr Thr Ala Pro Asp Ala Pro Pro 
770 775 780 



Asp Pro Thr Val Asp Gin Val Asp Asp Thr Ser He Val Val Arg Trp 
785 790 795 800 



Ser Arg Pro Arg Ala Pro He Thr Gly Tyr Arg He Val Tyr Ser Pro 
805 810 815 



Ser Val Glu Gly Ser Ser Thr Glu Leu Asn Leu Pro Glu Thr Ala Asn 
820 825 830 



Ser Val Thr Leu Ser Asp Leu Gin Pro Gly Val Gin Tyr Asn He Thr 
835 840 845 



He Tyr Ala Val Glu Glu Asn Gin Glu Ser Thr Pro Val Phe He Gin 
850 855 860 



Gin Glu Thr Thr Gly Val Pro Arg Ser Asp Lys Val Pro Pro Pro Arg 
865 870 875 880 
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Asp Leu Gin Phe Val Glu Val Thr Asp Val Lys He Thr He Met Trp 
885 890 895 



Thr Pro Pro Glu Ser Pro Val Thr Gly Tyr Arg Val Asp Val He Pro 
900 905 910 



Val Asn Leu Pro Gly Glu His Gly Gin Arg Leu Pro Val Ser Arg Asn 
915 920 925 



Thr Phe Ala Glu Val Thr Gly Leu Ser Pro Gly Val Thr Tyr His Phe 
930 935 940 



Lys Val Phe Ala Val Asn Gin Gly Arg Glu Ser Lys Pro Leu Thr Ala 
945 950 955 960 



Gin Gin Ala Thr Lys Leu Asp Ala Pro Thr Asn Leu Gin Phe He Asn 
965 970 975 



Glu Thr Asp Thr Thr Val He Val Thr Trp Thr Pro Pro Arg Ala Arg 
980 985 990 
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He Val Gly Tyr Arg Leu Thr Val Gly Leu Thr Arg Gly Gly Gin Pro 
995 1000 1005 



Lys Gin Tyr Asn Val Gly Pro Ala Ala Ser Gin Tyr Pro Leu Arg 
1010 1015 1020 



Asn Leu Gin Pro Gly Ser Glu Tyr Ala Val Ser Leu Val Ala Val 
1025 1030 1035 



Lys Gly Asn Gin Gin Ser Pro Arg Val Thr Gly Val Phe Thr Thr 
1040 1045 1050 



Leu Gin Pro Leu Gly Ser He Pro His Tyr Asn Thr Glu Val Thr 
1055 1060 1065 



Glu Thr Thr He Val He Thr Trp Thr Pro Ala Pro Arg He Gly 
1070 1075 1080 



Phe Lys Leu Gly Val Arg Pro Ser Gin Gly Gly Glu Ala Pro Arg 
1085 1090 1095 



Glu Val Thr Ser Glu Ser Gly Ser He Val Val Ser Gly Leu Thr 
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Pro Gly Val Glu Tyr Val Tyr Thr He Ser Val Leu Arg Asp Gly 
1115 1120 1125 



Gin Glu Arg Asp Ala Pro He Val Lys Lys Val Val Thr Pro Leu 
1130 1135 1140 



Ser Pro Pro Thr Asn Leu His Leu Glu Ala Asn Pro Asp Thr Gly 
1145 1150 1155 



Val Leu Thr Val Ser Trp Glu Arg Ser Thr Thr Pro Asp He Thr 
1160 1165 1170 



Gly Tyr Arg He Thr Thr Thr Pro Thr Asn Gly Gin Gin Gly Tyr 
1175 1180 1185 



Ser Leu Glu Glu Val Val His Ala Asp Gin Ser Ser Cys Thr Phe 
1190 1195 1200 




Glu Asn Leu Ser Pro Gly Leu Glu Tyr Asn Val Ser Val Tyr Thr 
1205 1210 1215 
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Val Lys Asp Asp Lys Glu Ser Val Pro He Ser Asp Thr He He 
1220 1225 1230 



Pro Ala Val Pro Pro Pro Thr Asp Leu Arg Phe Thr Asn Val Gly 
1235 1240 1245 



Pro Asp Thr Met Arg Val Thr Trp Ala Pro Pro Ser Ser He Glu 
1250 1255 1260 



Leu Thr Asn Leu Leu Val Arg Tyr Ser Pro Val Lys Asn Glu Glu 
1265 1270 1275 



Asp Val Ala Glu Leu Ser He Ser Pro Ser Asp Asn Ala Val Val 
1280 1285 1290 



Leu Thr Asn Leu Leu Pro Gly Thr Glu Tyr Leu Val Ser Val Ser 
1295 1300 1305 



Ser Val Tyr Glu Gin His Glu Ser He Pro Leu Arg Gly Arg Gin 
1310 1315 1320 
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Lys Thr Ala Leu Asp Ser Pro Ser Gly lie Asp Phe Ser Asp He 
1325 1330 1335 



Thr Ala Asn Ser Phe Thr Val His Trp He Ala Pro Arg Ala Thr 
1340 1345 1350 



He Thr Gly Tyr Arg He Arg His His Pro Glu Asn Met Gly Gly 
1355 1360 1365 



Arg Pro Arg Glu Asp Arg Val Pro Pro Ser Arg Asn Ser He Thr 
1370 1375 1380 



Leu Thr Asn Leu Asn Pro Gly Thr Glu Tyr Val Val Ser He Val 
1385 1390 1395 



Ala Leu Asn Ser Lys Glu Glu Ser Leu Pro Leu Val Gly Gin Gin 
1400 1405 1410 



Ser Thr Val Ser Asp Val Pro Arg Asp Leu Glu Val He Ala Ala 
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Thr Pro Thr Ser Leu Leu He Ser Trp Asp Ala Pro Ala Val Thr 
1430 1435 1440 

Val Arg Tyr Tyr Arg He Thr Tyr Gly Glu Thr Gly Gly Ser Ser 
1445 1450 1455 

Pro Val Gin Glu Phe Thr Val Pro Gly Ser Lys Ser Thr Ala Thr 
1460 1465 1470 



He Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr He Thr Val Tyr 
1475 1480 1485 



Ala Val Thr Gly Arg Gly Asp Ser Pro Ala Ser Ser Lys Pro Val 
1490 1495 1500 

Ser He Asn Tyr Arg Thr Glu He Asp Lys Pro Ser Gin Met Gin 
1505 1510 1515 

Val Thr Asp Val Gin Asp Asn Ser He Ser Val Arg Trp Leu Pro 
1520 1525 1530 
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Ser Ser Ser Pro Val Thr Gly Tyr Arg Val Thr Thr Ala Pro Lys 
1535 1540 1545 



Asn Gly Pro Gly Pro Ser Lys Thr Lys Thr Val Gly Pro Asp Gin 
1550 1555 1560 



Thr Glu Met Thr He Glu Gly Leu Gin Pro Thr Val Glu Tyr Val 
1565 1570 1575 



Val Ser Val Tyr Ala Gin Asn Gin Asn Gly Glu Ser Gin Pro Leu 
1580 1585 1590 



Val Gin Thr Ala Val Thr Thr He Pro Ala Pro Thr Asn Leu Lys 
1595 1600 1605 



Phe Thr Gin Val Thr Pro Thr Ser Leu Thr Ala Gin Trp Thr Ala 
1610 1615 1620 



Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr Pro Lys 
1625 1630 1635 
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Glu Lys Thr Gly Pro Met Lys Glu He Asn Leu Ala Pro Asp Ser 
1640 1645 1650 



Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys Tyr Glu 
1655 1660 1665 



Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg Pro Ala 
1670 1675 1680 



Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro Arg Arg 
1685 1690 1695 



Ala Arg Val Thr Asp Ala Thr Glu Thr Thr He Thr He Ser Trp 
1700 1705 1710 



Arg Thr Lys Thr Glu Thr He Thr Gly Phe Gin Val Asp Ala He 
1715 1720 1725 



Pro Ala Asn Gly Gin Thr Pro He Gin Arg Thr He Arg Pro Asp 
1730 1735 1740 
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Val Arg Ser Tyr Thr He Thr Gly Leu Gin Pro Gly Thr Asp Tyr 
1745 1750 1755 



Lys He His Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser Ser Pro 
1760 1765 1770 



Val Val lie Asp Ala Ser Thr Ala He Asp Ala Pro Ser Asn Leu 
1775 1780 1785 



Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser Trp Gin 
1790 1795 1800 



Pro Pro Arg Ala Arg He Thr Gly Tyr He He Lys Tyr Glu Lys 
1805 1810 1815 



Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg Pro Gly 
1820 1825 1830 



Val Thr Glu Ala Thr He Thr Gly Leu Glu Pro Gly Thr Glu Tyr 
1835 1840 1845 



Thr He Gin Val He Ala Leu Lys Asn Asn Gin Lys Ser Glu Pro 
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Leu He Gly Arg Lys Lys Thr Asp Glu Leu Pro Gin Leu Val Thr 
1865 1870 1875 



Leu Pro His Pro Asn Uu His Gly Pro Glu He Leu Asp Val Pro 
1880 1885 1890 



Ser Thr Val Gin Lys Thr Pro Phe He Thr Asn Pro Gly Tyr Asp 
1895 1900 1905 



Thr Gly Asn Gly He Gin Leu Pro Gly Thr Ser Gly Gin Gin Pro 
1910 1915 1920 



Ser Leu Gly Gin Gin Met He Phe Glu Glu His Gly Phe Arg Arg 
1925 1930 1935 



Thr Thr Pro Pro Thr Thr Ala Thr Pro Val Arg His Arg Pro Arg 
1940 1945 1950 

Pro Tyr Pro Pro Asn Val Asn Glu Glu He Gin He Gly His Val 
1955 I960 1965 
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Pro Arg Gly Asp Val Asp His His Leu Tyr Pro His Val Val Gly 
1970 1975 1980 



Leu Asn Pro Asn Ala Ser Thr Gly Gin Glu Ala Leu Ser Gin Thr 
1985 1990 1995 



Thr He Ser Trp Thr Pro Phe Gin Glu Ser Ser Glu Tyr He He 
2000 2005 2010 



Ser Cys His Pro Val Gly He Asp Glu Glu Pro Leu Gin Phe Arg 
2015 2020 2025 



Val Pro Gly Thr Ser Ala Ser Ala Thr Leu Thr Gly Leu Thr Arg 
2030 2035 2040 



Gly Ala Thr Tyr Asn He He Val Glu Ala Val Lys Asp Gin Gin 
2045 2050 2055 

Arg Gin Lys Val Arg Glu Glu Val Val Thr Val Gly Asn Ser Val 
2060 2065 2070 
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Asp Gin Gly Leu Ser Gin Pro Thr Asp Asp Ser Cys Phe Asp Pro 
2075 2080 2085 



Tyr Thr Val Ser His Tyr Ala He Gly Glu Glu Trp Glu Arg Leu 
2090 2095 2100 



Ser Asp Ser Gly Phe Lys Leu Ser Cys Gin Cys Leu Gly Phe Gly 
2105 2110 2115 



Ser Gly His Phe Arg Cys Asp Ser Ser Lys Trp Cys His Asp Asn 
2120 2125 2130 



Gly Val Asn Tyr Lys He Gly Glu Lys Trp Asp Arg Gin Gly Glu 
2135 2140 2145 



Asn Gly Gin Met Met Ser Cys Thr Cys Leu Gly Asn Gly Lys Gly 
2150 2155 2160 



Glu Phe Lys Cys Asp Pro His Glu Ala Thr Cys Tyr Asp Asp Gly 
2165 2170 2175 
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Lys Thr Tyr His Val Gly Glu Gin Trp Gin Lys Glu Tyr Leu Gly 
2180 2185 2190 



Ala He Cys Ser Cys Thr Cys Phe Gly Gly Gin Arg Gly Trp Arg 
2195 2200 2205 



Cys Asp Asn Cys Arg Arg Pro Gly Ala Glu Pro Gly Asn Glu Gly 
2210 2215 2220 



Ser Thr Ala His Ser Tyr Asn Gin Tyr Ser Gin Arg Tyr His Gin 
2225 2230 2235 



Arg Thr Asn Thr Asn Val Asn Cys Pro He Glu Cys Phe Met Pro 
2240 2245 2250 



Leu Asp Val Gin Ala Asp Arg Glu Asp Ser Arg Glu 
2255 2260 2265 

<210> 12 

<211> 21 

<212> RNA 

<213> Artificial 

<400> 12 
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AAGCAGCAGG ACUUCUUCAA G 
21 

<210> 13 

<211> 984 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF106007 

<309> 1999-02-08 

<313> (1)..(984) 



<220> 

<221> CDS 
<222> (1) . . (984) 



<400> 13 

atg gag cga agg aac cac act ggg aga gtg agt gaa ttt gtg ttg ctg 
Met Glu Arg Arg Asn His Thr Gly Arg Val Ser Glu Phe Val Leu Leu 
15 10 15 

ggt ttc cca get cot gee cca ctg egg gca eta eta ttt ttc ett tet 
Gly Phe Pro Ala Pro Ala Pro Leu Arg Ala Leu Leu Phe Phe Leu Ser 
20 25 30 



48 



96 



ctg ttg gcc tac gtg ttg gtg ctg act gaa aac ata etc ate att aca 

ffiiE#2 0 0 4- 
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Leu Leu Ala Tyr Val Leu Val Leu Thr Glu Asn He Leu He He Thr 
35 40 45 



gca att agg aac cac ccc acc etc cac aaa ccc atg tat ttt ttc ttg 
Ala He Arg Asn His Pro Thr Leu His Lys Pro Met Tyr Phe Phe Uu 
50 55 60 



192 



get aat atg tea ttc etg gag att tgg tat gte act gtt acg att eet 
Ala Asn Met Ser Phe Leu Glu He Trp Tyr Val Thr Val Thr He Pro 
65 70 75 80 



240 



aag atg ctt get ggc ttc att ggt tec gag gag aat cat gga cag etg 
Lys Met Leu Ala Gly Phe He Gly Ser Glu Glu Asn His Gly Gin Leu 
85 90 95 



288 



ate tec ttt gag gca tgc atg aca cag etc tac ttt ttc eta ggc ttg 
He Ser Phe Glu Ala Cys Met Thr Gin Leu Tyr Phe Phe Leu Gly Leu 
100 105 110 



336 



ggt tgc aca gag tgt gte ctt ctt get gte atg gee tat gae cge tat 
Gly Cys Thr Glu Cys Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr 
115 120 125 



384 



gtg gee ate tgt cac eca etc cac tat eet gte att gte agt age egg 
Val Ala He Cys His Pro Leu His Tyr Pro Val He Val Ser Ser Arg 

130 135 140 



432 



eta tgt gtg cag atg gca get gga tec tgg get gga ggt ttt ggt ate 
Leu Cys Val Gin Met Ala Ala Gly Ser Trp Ala Gly Gly Phe Gly He 



480 
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160 



tec atg gtt aaa gtt ttc etc att tct cgc ctg tct tac tgt ggc ccc 528 
Ser Met Val Lys Vai Phe Leu He Ser Arg Leu Ser Tyr Cys Gly Pro 
165 170 175 

aac acc ate aac cac ttt ttc tgt gat gtt tct cea ttg etc aac ttg 576 
Asn Thr He Asn His Phe Phe Cys Asp Val Ser Pro Leu Leu Asn Leu 
180 185 190 



tea tge act gac atg tee aea gea gag ctt aca gae ttt ate etg gee 
Ser Cys Thr Asp Met Ser Thr Ala Glu Leu Thr Asp Phe He Leu Ala 
195 200 205 



624 



att ttt att ctg ctg ggg cea etc tct gtc act ggg get tec tat atg 
He Phe He Leu Leu Gly Pro Leu Ser Val Thr Gly Ala Ser Tyr Met 
210 215 220 



672 



gee ate aea ggt gea gtg atg cgc ate ccc tea get get ggc cgc cat 
Ala He Thr Gly Ala Val Met Arg He Pro Ser Ala Ala Gly Arg His 
225 230 235 240 



720 



aag gee ttt tea acc tgt gee tec cac etc act gtt gtg att ate ttc 
Lys Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val He He Phe 
245 250 255 



768 



tat gea gee agt att ttc ate tat gee agg ect aag gea etc tea get 
Tyr Ala Ala Ser He Phe He Tyr Ala Arg Pro Lys Ala Leu Ser Ala 
260 265 270 



816 
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ttt gac acc aac aag ctg gtc tct gta etc tac get gtc att gta cca 
Phe Asp Thr Asn Lys Leu Val Ser Val Leu Tyr Ala Val He Val Pro 
275 280 285 



864 



ttg etc aat cce ate ate tac tgc ttg egc aat caa gaa gtc aaa aaa 
Leu Leu Asn Pro He He Tyr Cys Leu Arg Asn Gin Glu Val Lys Lys 
290 295 300 



912 



gee eta egt egc act ctg cae ctg gee caa ggc eag gac gee aat acc 
Ala Leu Arg Arg Thr Leu His Leu Ala Gin Gly Gin Asp Ala Asn Thr 
305 310 315 320 



960 



aag aaa tec age aga gat ggt tag 
Lys Lys Ser Ser Arg Asp Gly 
325 



984 



<210> 14 

<211> 327 

<212> PRT 

<213> Mus musculus 

<400> 14 

Met Glu Arg Arg Asn His Thr Gly Arg Val Ser Glu Phe Val Leu Leu 
15 10 15 
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Gly Phe Pro Ala Pro Ala Pro Leu Arg Ala Leu Leu Phe Phe Leu Ser 
20 25 30 



Leu Uu Ala Tyr Val Leu Val Leu Thr Glu Asn He Leu He He Thr 
35 40 45 



Ala He Arg Asn His Pro Thr Leu His Lys Pro Met Tyr Phe Phe Leu 
50 55 60 



Ala Asn Met Ser Phe Leu Glu He Trp Tyr Val Thr Val Thr He Pro 
65 70 75 80 



Lys Met Leu Ala Gly Phe He Gly Ser Glu Glu Asn His Gly Gin Leu 
85 90 95 



He Ser Phe Glu Ala Cys Met Thr Gin Leu Tyr Phe Phe Leu Gly Leu 
100 105 110 



Gly Cys Thr Glu Cys Val Uu Leu Ala Val Met Ala Tyr Asp Arg Tyr 
115 120 125 



Val Ala He Cys His Pro Leu His Tyr Pro Val He Val Ser Ser Arg 
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18 19 15 
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Leu Cys Val Gin Met Ala Ala Gly Ser Trp Ala Gly Gly Phe Gly He 
145 150 155 160 



Ser Met Val Lys Val Phe Leu He Ser Arg Leu Ser Tyr Cys Gly Pro 
165 170 175 



Asn Thr He Asn His Phe Phe Cys Asp Val Ser Pro Leu Leu Asn Leu 
180 185 190 



Ser Cys Thr Asp Met Ser Thr Ala Glu Leu Thr Asp Phe He Leu Ala 
195 200 205 



He Phe He Leu Leu Gly Pro Leu Ser Val Thr Gly Ala Ser Tyr Met 
210 215 220 



Ala He Thr Gly Ala Val Met Arg He Pro Ser Ala Ala Gly Arg His 
225 230 235 240 



Lys Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val He He Phe 
245 250 255 
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Tyr Ala Ala Ser He Phe He Tyr Ala Arg Pro Lys Ala Leu Ser Ala 
260 265 270 



Phe Asp Thr Asn Lys Leu Val Ser Val Leu Tyr Ala Val He Val Pro 
275 280 285 



Leu Leu Asn Pro He He Tyr Cys Leu Arg Asn Gin Glu Val Lys Lys 
290 295 300 



Ala Leu Arg Arg Thr Leu His Leu Ala Gin Gly Gin Asp Ala Asn Thr 
305 310 315 320 



Lys Lys Ser Ser Arg Asp Gly 
325 



<210> 15 

<211> 1325 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121972 
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<309> 1999-04-25 
<313> (1)..(1325) 



<220> 

<221> CDS 
<222> (138).. (1112) 

<400> 15 

aacacactca aatcaaaata atattggatt ggttccatct ggtttcagaa tactcttgtg 

tttccttgta gaacttaagt ttgacactca taaaaacctt cagacatatt gaaagtaagg 

gaattgggat taaactc atg tct ctt ttt ccc caa aga aat tta gat gcc 

Met Ser Leu Phe Pro Gin Arg Asn Leu Asp Ala 
1 5 10 

atg aac aga tea gca gca cat gta acc gaa ttt gtt etc ttg gga ttt 
Met Asn Arg Ser Ala Ala His Val Thr Glu Phe Val Leu Leu Gly Phe 
15 20 25 

cet ggt tec tgg aag ata eag att ttc etc tte gtg ttg ttt ttg gtg 
Pro Gly Ser Trp Lys He Gin He Phe Leu Phe Val Leu Phe Leu Val 
30 35 40 

ttt tat gte ttg aca ttg ttg gga aat gga gee ate ate tgt gca gta 
Phe Tyr Val Leu Thr Leu Leu Gly Asn Gly Ala He He Cys Ala Val 
45 50 55 
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aga tgt gac tea cgt eta cat aee ccc atg tac tte etc ctg gga aat 
Arg Cys Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Gly Asn 
60 65 70 75 



362 



ttt tee ttc ctt gaa ate tgg tat gtt tec tec act att cet aac ata 
Phe Ser Phe Leu Glu He Trp Tyr Val Ser Ser Thr He Pro Asn He 
80 85 90 



410 



eta gee aac att ctg tct aag aec aag gee ate tea ttt tea ggg tgc 
Leu Ala Asn He Leu Ser Lys Thr Lys Ala He Ser Phe Ser Gly Cys 
95 100 105 



458 



tte ctg cag tte tat tte ttc ttt tea ctg ggt aca act gaa tgt etc 
Phe Leu Gin Phe Tyr Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys Leu 
no 115 120 



506 



ttc ctg gca gta atg get tat gat agg tac ctg gee att tgc cgc cca 
Phe Leu Ala Val Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg Pro 
125 130 135 



554 



tta cat tac ect act ate atg act agg agg ctg tgt tgc att ctg gta 
Leu His Tyr Pro Thr He Met Thr Arg Arg Leu Cys Cys He Leu Val 
140 145 150 155 



602 



tec tea tgc tgg etc att gga ttt ctt ggg tac cca ate cet ate ttc 
Ser Ser Cys Trp Leu He Gly Phe Leu Gly Tyr Pro He Pro He Phe 
160 165 170 



650 



tee att tec cag ctt ccc ttc tgt ggt tct aat ate att gat cac ttc 



698 
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Ser He Ser Gin Leu Pro Phe Cys Gly Ser Asn He He Asp His Phe 
175 180 185 

etc tgt gac atg gac cca ttg atg get ttg tec tgt gee eca get cct 746 
Leu Cys Asp Met Asp Pro Leu Met Ala Leu Ser Cys Ala Pro Ala Pro 
190 195 200 



att act gaa ttt att ttt tat gee eaa agt tec ttt gtc etc ttt tte 
He Thr Glu Phe He Phe Tyr Ala Gin Ser Ser Phe Val Leu Phe Phe 
205 210 215 



794 



act att gea tae att ett egg tec tat att ttg ttg etc agg get gtt 
Thr He Ala Tyr He Leu Arg Ser Tyr He Leu Leu Leu Arg Ala Val 
220 225 230 235 



842 



ttt cag gtt cct tct gea get ggc cga ega aaa gee tte tet ace tgt 
Phe Gin Val Pro Ser Ala Ala Gly Arg Arg Lys Ala Phe Ser Thr Cys 
240 245 250 



890 



ggt tee eat tta gtt gtg gtg tea etc tte tat ggt aca gta atg gta 
Gly Ser His Leu Val Val Val Ser Leu Phe Tyr Gly Thr Val Met Val 
255 260 265 



938 



atg tat gtg agt cet aca tat ggc att cca att ttg atg cag aag ate 
Met Tyr Val Ser Pro Thr Tyr Gly He Pro He Leu Met Gin Lys He 

270 275 280 



986 



ett aca ett gta tae tet gta atg act cct etc ttt aat cct etg att 
Leu Thr Leu Val Tyr Ser Val Met Thr Pro Leu Phe Asn Pro Leu He 



1034 
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285 290 295 

tat age ctt cgt aac aag gac atg aaa ctt get etg aga aat gtt ttg 1082 
Tyr Ser Leu Arg Asn Lys Asp Met Lys Leu Ala Leu Arg Asn Val Leu 
300 305 310 315 

tta gga atg aga att gtc aaa aat atg taa tteaaagetg ttteataetc 1132 
Leu Gly Met Arg He Val Lys Asn Met 
320 

aeatgtteta ataaagaaaa aaetggagat gaateaattc atteagttgt etttaccctt 1192 

tgttctatgt ttttgagaca ctgtcteatg tggeeetgge tagccteaaa etcattctct 1252 

agecaaggat gaeettgcaa agateaetta tgtatactet catateatct gccaatagtg 1312 

atacettgae etc ^^^^ 



<210> 16 

<211> 324 

<212> PRT 

<213> Mus museulus 

<400> 16 

Met Ser Leu Phe Pro Gin Arg Asn Leu Asp Ala Met Asn Arg Ser Ala 
15 10 15 
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Ala His Val Thr Glu Phe Val Leu Leu Gly Phe Pro Gly Ser Trp Lys 
20 25 30 



He Gin He Phe Leu Phe Val Leu Phe Leu Val Phe Tyr Val Leu Thr 
35 40 45 



Leu Leu Gly Asn Gly Ala He He Cys Ala Val Arg Cys Asp Ser Arg 
50 55 60 



Leu His Thr Pro Met Tyr Phe Leu Leu Gly Asn Phe Ser Phe Leu Glu 
65 70 75 80 



He Trp Tyr Val Ser Ser Thr He Pro Asn He Leu Ala Asn He Leu 
85 90 95 



Ser Lys Thr Lys Ala He Ser Phe Ser Gly Cys Phe Leu Gin Phe Tyr 
100 105 110 



Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys Leu Phe Leu Ala Val Met 
115 120 125 
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Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg Pro Leu His Tyr Pro Thr 
130 135 140 



He Met Thr Arg Arg Leu Cys Cys He Leu Val Ser Ser Cys Trp Leu 
145 150 155 160 



He Gly Phe Leu Gly Tyr Pro He Pro He Phe Ser He Ser Gin Leu 
165 170 175 



Pro Phe Cys Gly Ser Asn He He Asp His Phe Leu Cys Asp Met Asp 
180 185 190 



Pro Leu Met Ala Leu Ser Cys Ala Pro Ala Pro He Thr Glu Phe He 
195 200 205 



Phe Tyr Ala Gin Ser Ser Phe Val Leu Phe Phe Thr He Ala Tyr He 
210 215 220 



Leu Arg Ser Tyr He Leu Leu Leu Arg Ala Val Phe Gin Val Pro Ser 
225 230 235 240 



Ala Ala Gly Arg Arg Lys Ala Phe Ser Thr Cys Gly Ser His Leu Val 
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Val Val Ser Leu Phe Tyr Gly Thr Val Met Val Met Tyr Val Ser Pro 
260 265 270 

Thr Tyr Gly He Pro He Leu Met Gin Lys He Leu Thr Leu Val Tyr 
275 280 285 

Ser Val Met Thr Pro Leu Phe Asn Pro Leu He Tyr Ser Leu Arg Asn 
290 295 300 

Lys Asp Met Lys Leu Ala Leu Arg Asn Val Leu Leu Gly Met Arg He 
305 310 315 320 



Val Lys Asn Met 



<21Q> 17 

<211> 1134 

<212> DNA 

<213> Mus musculus 

<300> 
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<308> AF121980 
<309> 1999-04-25 
<313> (1)..(1134) 

<220> 

<221> misc_feature 

<222> (99).. (99) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 
<222> (106).. (1056) 

<400> 17 

ccagtccagc ctggtaggct gggcaggtcc tacaggtctt tcagggactg aacccggcat 

cctgcccctc ccctctccct ggagcctccc tagccctcng gcgtc atg ttg ggt tgg 

Met Leu Gly Trp 
1 

age aat ggc acc tac aat gag tec tac ace age ttc etc etc atg ggc 
Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser Phe Leu Leu Met Gly 
5 10 15 20 

ttc cea ggg atg eag gaa gee aga gee etc ctg gtg ctg ccc ttc etc 
Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu Val Leu Pro Phe Leu 
25 30 35 
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age etc tac ctg gtg ate cte ttc ace aat gee etg gte ate cae acg 
Ser Leu Tyr Leu Val He Leu Phe Thr Asn Ala Leu Val He His Thr 
40 45 50 



261 



gtg gca tee cag cge age etg eae eag eee atg tac etg etc att gee 
Val Ala Ser Gin Arg Ser Leu His Gin Pro Met Tyr Leu Leu He Ala 
55 60 65 



309 



ctg etc ctg get gte aat ate tgt get gee ace acg gtg etg eee eee 
Leu Leu Leu Ala Val Asn He Cys Ala Ala Thr Thr Val Leu Pro Pro 
70 75 80 



357 



atg etc ttc age ttc tee aea cgc ttc aac cge ate tee cte cet cga 
Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg He Ser Leu Pro Arg 
85 90 95 100 



405 



tge ttg gga cag atg ttc tgc ate tac ttt ctg gtt tet atg gac tge 
Cys Leu Gly Gin Met Phe Cys He Tyr Phe Leu Val Ser Met Asp Cys 
105 110 115 



453 



aac ate etc ctg gte atg get eta gat cge tat gtg get ate tge tac 
Asn He Leu Leu Val Met Ala Leu Asp Arg Tyr Val Ala He Cys Tyr 
120 125 130 



501 



cet cte cge tac cea gaa ata gtg aea gga eag tta ctg get ggt etg 
Pro Leu Arg Tyr Pro Glu He Val Thr Gly Gin Leu Leu Ala Gly Leu 
135 140 145 



549 



gtg gtg ttg gca gte ace agg age aea age att gtt get eca gtg gtg 



597 
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Val Val Leu Ala Val Thr Arg Ser Thr Ser He Val Ala Pro Val Val 
150 155 160 



gtg ctg gcc teg egg gtt ege tte tgc ege tea gat gtg ate cge cae 
Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser Asp Val He Arg His 
165 170 175 180 



645 



ttt gcc tgt gag cac atg gcc ctg atg aag etc tec tgt gga gac ate 
Phe Ala Cys Glu His Met Ala Leu Met Lys Leu Ser Cys Gly Asp He 
185 190 195 



693 



teg ctg aat aaa acg gcg ^a etc att att cga acc ttt aat aga gtc 
Ser Leu Asn Lys Thr Ala Gly Leu He He Arg Thr Phe Asn Arg Val 
200 205 210 



741 



ctg gat atg etc ctt eta ggc acc tec tac tec cge ate ate cat get 
Leu Asp Met Leu Leu Leu Gly Thr Ser Tyr Ser Arg He He His Ala 
215 220 225 



789 



gcc ttc agg ate tea tea ggt gga gea egg tec aaa gcc ctg aac acc 
Ala Phe Arg He Ser Ser Gly Gly Ala Arg Ser Lys Ala Leu Asn Thr 
230 235 240 



837 



tgt ggt tec cac ctg ctg gtc ate ttc acc gtc tac tec tec acc atg 
Cys Gly Ser His Leu Leu Val He Phe Thr Val Tyr Ser Ser Thr Met 
245 250 255 260 



885 



tec tea tec att gtc tac cgt gtg get cge act gcc tec caa gat gtg 
Ser Ser Ser He Val Tyr Arg Val Ala Arg Thr Ala Ser Gin Asp Val 



933 



ffiiE# 2004-3066966 
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265 270 275 



cac aac ctg etc agt get ttc tat ctg ttg etc ccg tgt etg gtc aae 981 
His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu Pro Cys Leu Val Asn 
280 285 290 

ecc ate ate tae ggg gee aga acc aag gaa ate agg eag cae etg gta 1029. 
Pro He He Tyr Gly Ala Arg Thr Lys Glu He Arg Gin His Leu Val 
295 300 305 

agg tea ttc etg agt gea gge ecc tga eteteetatg ateagteegt 1076 
Arg Ser Phe Leu Ser Ala Gly Pro 
310 315 

gttggeeeet cagtatteet ggtgaaaetg aggaaggaag aaatggagtc agagggae 1134 



<210> 18 

<211> 316 

<212> PRT 

<213> Mus museulus 

<400> 18 

Met Leu Gly Trp Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser Phe 
15 10 15 



Leu Leu Met Gly Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu Val 



tli|iE# 2004-3066966 
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25 30 
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Leu Pro Phe Leu Ser Leu Tyr Leu Val He Leu Phe Thr Asm Ala Leu 
35 40 45 



Val He His Thr Val Ala Ser Gin Arg Ser Leu His Gin Pro Met Tyr 
50 55 60 



Leu Leu He Ala Uu Leu Leu Ala Val Asn He Cys Ala Ala Thr Thr 
65 70 75 80 



Val Leu Pro Pro Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg He 
85 90 95 



Ser Leu Pro Arg Cys Leu Gly Gin Met Phe Cys He Tyr Phe Leu Val 
100 105 110 



Ser Met Asp Cys Asn He Leu Uu Val Met Ala Leu Asp Arg Tyr Val 
115 120 125 



Ala He Cys Tyr Pro Leu Arg Tyr Pro Glu He Val Thr Gly Gin Leu 
130 135 140 

aiSE# 2004-3066966 
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Leu Ala Gly Leu Val Val Leu Ala Val Thr Arg Ser Thr Ser He Val 
145 150 155 160 



Ala Pro Val Val Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser Asp 
165 170 175 



Val He Arg His Phe Ala Cys Glu His Met Ala Leu Met Lys Leu Ser 
180 185 190 



Cys Gly Asp He Ser Leu Asn Lys Thr Ala Gly Leu He He Arg Thr 
195 200 205 



Phe Asn Arg Val Leu Asp Met Uu Leu Leu Gly Thr Ser Tyr Ser Arg 
210 215 220 



He He His Ala Ala Phe Arg He Ser Ser Gly Gly Ala Arg Ser Lys 
225 230 235 240 



Ala Leu Asn Thr Cys Gly Ser His Leu Leu Val He Phe Thr Val Tyr 
245 250 255 



ffifE#2 004-3066966 
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Ser Ser Thr Met Ser Ser Ser He Val Tyr Arg Val Ala Arg Thr Ala 
260 265 270 



Ser Gin Asp Val His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu Pro 
275 280 285 



Cys Leu Val Asn Pro He He Tyr Gly Ala Arg Thr Lys Glu He Arg 
290 295 300 



Gin His Leu Val Arg Ser Phe Leu Ser Ala Gly Pro 
305 310 315 



<210> 19 

<211> 1421 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121976 

<309> 1999-12-25 

<313> (1)..(1421) 



<220> 



mSE# 2004-3066966 



mm 2003-181915 



^--J : 365/ 



<221> CDS 

<222> (291).. (1310) 

<400> 19 

agaaagattt caggagtcct taaagacggc acagaaaacc ggtacagact gcaccattca 60 

gctgaaagcc agacgtaaca gcaccacggt ggtggtgaac acggtgggct cagagaatcc 120 

ggataagcct gcttttttat actaagttgg cattataaaa aagcattgct tatcaatttg 180 

ttgcaacgaa ca^tcacta tcagtcaaaa taaaatcatt atttgatttc aattttgtcc 240 



296 



cactccctgc ctctgtcatc acgatactgt gatgccatgg tgtccgactt atg ccc 

Met Pro 
1 



gag aag atg ttg age aaa ctt ate get tat ctg ctt etc ata gag tet 344 
Glu Lys Met Leu Ser Lys Leu He Ala Tyr Leu Leu Leu He Glu Ser 
5 10 15 

tge aga caa act gcg caa etc gtg aaa ggt agg egg ate tgg gtc gae 392 
Cys Arg Gin Thr Ala Gin Leu Val Lys Gly Arg Arg He Trp Val Asp 
20 25 30 

tct agg ect cac tgg cet aat aeg act cac tat agg gag etc gag gat 440 
Ser Arg Pro His Trp Pro Asn Thr Thr His Tyr Arg Glu Leu Glu Asp 
35 40 45 50 



cag eat gtt tgg att get att ccc tte tge tec atg tac ate ctt get 



488 



ffifE#2 004-3066966 
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Gin His Val Trp He Ala He Pro Phe Cys Ser Met Tyr He Leu Ala 
55 60 65 



ctg gtt gga aat ggt acc ate etc tat ate att ata aca gae agg get 
Leu Val Gly Asn Gly Thr He Leu Tyr He He He Thr Asp Arg Ala 
70 75 80 



536 



ete cat gag eca atg tac etc ttc ttg tgt ctg ctt tct ate aet gat 584 
Leu His Glu Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser He Thr Asp 
85 90 95 



ctg gtt ete tgt tea aca aea ttg cet aaa atg ctg gea ata ttc tgg 
Leu Val Leu Cys Ser Thr Thr Leu Pro Lys Met Leu Ala He Phe Trp 
100 105 110 



632 



ete aga tee cat gte att tec tae eat gge tge ete aet cag atg ttt 
Leu Arg Ser His Val He Ser Tyr His Gly Cys Leu Thr Gin Met Phe 
115 120 125 130 



680 



ttt gta cat gea gte ttt gee aea gag tea get gtt ctg ctg gee atg 
Phe Val His Ala Val Phe Ala Thr Glu Ser Ala Val Leu Leu Ala Met 
135 140 145 



728 



get ttt gat ega tat gtt get ate tge aga eca ete cae tat aea tec 
Ala Phe Asp Arg Tyr Val Ala He Cys Arg Pro Leu His Tyr Thr Ser 
150 155 160 



776 



ate ete aat get gtt gta att ggg aag att ^e ctg gea tge gtg aet 
He Leu Asn Ala Val Val He Gly Lys He Gly Uu Ala Cys Val Thr 



824 



aiSE# 2004-3066966 
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165 



170 



175 



cgt ggc ctt etc ttt gtc ttc ccc ttt gtc att etc att gaa cgt tta 
Arg Gly Leu Leu Phe Val Phe Pro Phe Val He Leu He Glu Arg Leu 
180 185 190 



872 



ccc ttc tgt gga eat cat ata ate cct cac act tac tgt gag cac atg 
Pro Phe Cys Gly His His He He Pro His Thr Tyr Cys Glu His Met 
195 200 205 210 



920 



^c ata gee aag etc gee tgt gee age ate aag cct aac ace ate tat 
Gly He Ala Lys Leu Ala Cys Ala Ser He Lys Pro Asn Thr He Tyr 
215 220 225 



968 



ggt ctt act gta gea ctt tea gtc act ggc atg gat gtg gtc etc att 
Gly Leu Thr Val Ala Leu Ser Val Thr Gly Met Asp Val Val Leu He 
230 235 240 



1016 



gea ace tec tac ate ctg att etg cag gee gtg etg ega ctg ccc tea 
Ala Thr Ser Tyr He Leu He Leu Gin Ala Val Leu Arg Leu Pro Ser 
245 250 255 



1064 



aag gat gee cag ttc cga gea ttc age aca tgt gga gee cac att tgt 
Lys Asp Ala Gin Phe Arg Ala Phe Ser Thr Cys Gly Ala His He Cys 
260 265 270 



1112 



gta att ctt gtc ttc tat ate ccc gea ttc ttt tea ttt ttc act cac 
Val He Leu Val Phe Tyr He Pro Ala Phe Phe Ser Phe Phe Thr His 
275 280 285 290 



1160 



ttiSE# 2004-3066966 
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cgc ttt ggt cac cac gtg cct cct cag gta cac ate ata ctt gca aat 1208 
Arg Phe Gly His His Val Pro Pro Gin Val His lie He Leu Ala Asn 
295 300 305 



ctt tat etc ctt gtg cct cct gtt etc aac ccc eta gtc tat ggc ate 
Leu Tyr Leu Leu Val Pro Pro Val Leu Asn Pro Leu Val Tyr Gly He 
310 315 320 

aat acc aaa caa ate cgc etg aga ata ctt gae ttt ttt gta aag aga 
Asn Thr Lys Gin He Arg Leu Arg He Leu Asp Phe Phe Val Lys Arg 
325 330 335 

agg tga caataatcte eacatatacc aaaggctaat gagttcetgg etttagtttg 
Arg 



ctgcttctgc tgatctcagt aagteagtgt atgtaeattt aagattttga gatctagage 1420 

1421 



<210> 20 

<211> 339 

<212> PRT 

<213> Mus musculus 

<400> 20 



miE#2 004-3066966 
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Met Pro Glu Lys Met Leu Ser Lys Leu He Ala Tyr Leu Leu Leu He 
15 10 15 



Glu Ser Cys Arg Gin Thr Ala Gin Leu Val Lys Gly Arg Arg He Trp 
20 25 30 



Val Asp Ser Arg Pro His Trp Pro Asn Thr Thr His Tyr Arg Glu Leu 
35 40 45 



Glu Asp Gin His Val Trp He Ala He Pro Phe Cys Ser Met Tyr He 
50 55 60 



Leu Ala Leu Val Gly Asn Gly Thr He Leu Tyr He He He Thr Asp 
65 70 75 80 



Arg Ala Leu His Glu Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser He 
85 90 95 



Thr Asp Leu Val Leu Cys Ser Thr Thr Leu Pro Lys Met Leu Ala He 
100 105 110 



{±iiE# 2004-3066966 
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: 370/ 



Phe Trp Leu Arg Ser His Val He Ser Tyr His Gly Cys Leu Thr Gin 
115 120 125 



Met Phe Phe Val His Ala Val Phe Ala Thr Glu Ser Ala Val Leu Leu 
130 135 140 



Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Arg Pro Leu His Tyr 
145 150 155 160 



Thr Ser He Leu Asn Ala Val Val He Gly Lys He Gly Leu Ala Cys 
165 170 175 



Val Thr Arg Gly Leu Leu Phe Val Phe Pro Phe Val He Leu He Glu 
180 185 190 



Arg hen Pro Phe Cys Gly His His He He Pro His Thr Tyr Cys Glu 
195 200 205 



His Met Gly He Ala Lys Leu Ala Cys Ala Ser He Lys Pro Asn Thr 
210 215 220 



He Tyr Gly Uu Thr Val Ala Leu Ser Val Thr Gly Met Asp Val Val 



mSE#2 004-3066966 



225 



#M 2003-181915 
230 235 



: 371/ 

240 



Leu He Ala Thr Ser Tyr He Leu He Leu Gin Ala Val Leu Arg Leu 
245 250 255 



Pro Ser Lys Asp Ala Gin Phe Arg Ala Phe Ser Thr Cys Gly Ala His 
260 265 270 



He Cys Val He Leu Val Phe Tyr He Pro Ala Phe Phe Ser Phe Phe 
275 280 285 



Thr His Arg Phe Gly His His Val Pro Pro Gin Val His He He Leu 
290 295 300 



Ala Asn Leu Tyr Leu Leu Val Pro Pro Val Leu Asn Pro Leu Val Tyr 
305 310 315 320 



Gly He Asn Thr Lys Gin He Arg Leu Arg He Leu Asp Phe Phe Val 
325 330 335 



Lys Arg Arg 
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<210> 21 

<211> 930 

<212> DNA 

<213> M. musculus 

<300> 

<308> X92969 

<309> 1996-07-01 

<313> (1) . . (930) 



<220> 

<221> CDS 

<222> (1) . . (930) 

<400> 21 

atg cag aga aat aac ttc act gaa gtg ata gag ttc gtc ttc ctg gga 
Met Gin Arg Asn Asn Phe Thr Glu Val He Glu Phe Val Phe Leu Gly 
15 10 15 

ttc tec age ttt gga aag cat cag ata acc etc ttt gtg gtt ttc eta 
Phe Ser Ser Phe Gly Lys His Gin He Thr Leu Phe Val Val Phe Leu 
20 25 30 

acc ate tac att tta act ctg get ggc aac ate att ata gtg aca ate 
Thr He Tyr He Leu Thr Leu Ala Gly Asn He He He Val Thr He 
35 40 45 



miE#2 004-3066966 
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aca cac ata gac cac cac ctt cac act ccc atg tac ttc ttt ctg age 
Thr His lie Asp His His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

atg ttg gca age tea gag aet gtg tae aca ctg gte att gte eca cga 
Met Leu Ala Ser Ser Glu Thr Val Tyr Thr Leu Val lie Val Pro Arg 
65 70 75 80 



atg ctt tee age etg att ttt tac aac ett cee ata tee ttg gea gge 
Met Leu Ser Ser Leu He Phe Tyr Asn Leu Pro He Ser Leu Ala Gly 
85 90 95 



288 



tgc gca ace caa atg tte ttt ttt gte aet ttg gee ace aac aae tge 
Cys Ala Thr Gin Met Phe Phe Phe Val Thr Leu Ala Thr Asn Asn Cys 
100 105 110 



336 



ttt ctg etc aca gea atg ggt tat gat cgt tat gtg get att tgt aat 



384 



aiiE#2 004-3066966 
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374/ 



Phe Leu Leu Thr Ala Met Gly Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 



cct ctg aga tat aca ate ate atg age aag gga atg tgt gee ttg ttg 
Pro Leu Arg Tyr Thr He He Met Ser Lys Gly Met Cys Ala Leu Leu 
130 135 140 



432 



gtc tgt ggg tct tta ggc act gge ctg gtt atg gca gtt ett cat gtg 
Val Cys Gly Ser Leu Gly Thr Gly Leu Val Met Ala Val Leu His Val 
145 150 155 160 



480 



eca gcc atg ttc cat ttg cce ttt tgt ggc aeg gtg gtg gag cae ttt 
Pro Ala Met Phe His Leu Pro Phe Cys Gly Thr Val Val Glu His Phe 
165 170 175 



528 



ttc tgt gac ata tae cca gta atg aag ctt tct tgt gtt gat ace act 
Phe Cys Asp He Tyr Pro Val Met Lys Leu Ser Cys Val Asp Thr Thr 
ISO 185 190 



576 



gtc aat gag ata ate aat tat ggt gta agt tea ttt gta att ctt gtg 
Val Asn Glu He He Asn Tyr Gly Val Ser Ser Phe Val He Leu Val 
195 200 205 



624 



cce ata ggg ctg ata ttt ate tec tat gtg etc att gtc tct tee ate 
Pro He Gly Leu He Phe He Ser Tyr Val Leu He Val Ser Ser He 
210 215 220 



672 



ctt aaa att gtg tec act gaa ggc cag aag aaa gee ttt gee ace tgt 
Leu Lys He Val Ser Thr Glu Gly Gin Lys Lys Ala Phe Ala Thr Cys 



720 
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225 



230 



235 



240 



gcc tct cat etc act gtg gtc att gtc cac tat ggc tgt gcc tec att 
Ala Ser His Leu Thr Val Val He Val His Tyr Gly Cys Ala Ser He 
245 250 255 



768 



gcc tac etc aaa ccc aaa tea gaa agt tea gta gaa aaa gac ctt ctt 
Ala Tyr Leu Lys Pro Lys Ser Glu Ser Ser Val Glu Lys Asp Leu Leu 
260 265 270 



816 



etc tet gtg acc tac act ate ate act ccc ttg ctg aac ect gtt gtc 
Leu Ser Val Thr Tyr Thr He He Thr Pro Leu Leu Asn Pro Val Val 
275 280 285 



864 



tac age etc agg aac aaa gaa gtc aaa gat get eta tge aga get gtg 
Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Leu Cys Arg Ala Val 
290 295 300 



912 



ggc aga aac act tct taa 
Gly Arg Asn Thr Ser 
305 



930 



<210> 22 

<211> 309 

<212> PRT 

<213> M.museulus 

<400> 22 



mSE# 2004-3066966 



i 
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Met Gin Arg Asn Asn Phe Thr Glu Val He Glu Phe Val Phe Uu Gly 
15 10 15 



Phe Ser Ser Phe Gly Lys His Gin He Thr Leu Phe Val Val Phe Leu 
20 25 30 



Thr He Tyr He Leu Thr Leu Ala Gly Asn He He He Val Thr He 
35 40 45 



Thr His He Asp His His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 



Met Leu Ala Ser Ser Glu Thr Val Tyr Thr Leu Val He Val Pro Arg 
65 70 75 80 



Met Uu Ser Ser Leu He Phe Tyr Asn Leu Pro He Ser Leu Ala Gly 
85 90 95 



Cys Ala Thr Gin Met Phe Phe Phe Val Thr Leu Ala Thr Asn Asn Cys 
100 105 110 



ffi|E#2 004-3066966 
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Phe Leu Leu Thr Ala Met Gly Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 



Pro Leu Arg Tyr Thr He He Met Ser Lys Gly Met Cys Ala Leu Leu 
130 135 140 



Val Cys Gly Ser Leu Gly Thr Gly Leu Val Met Ala Val Leu His Val 
145 150 155 160 



Pro Ala Met Phe His Leu Pro Phe Cys Gly Thr Val Val Glu His Phe 
165 170 175 



Phe Cys Asp He Tyr Pro Val Met Lys Leu Ser Cys Val Asp Thr Thr 
180 185 190 



Val Asn Glu He He Asn Tyr Gly Val Ser Ser Phe Val He Leu Val 
195 200 205 



Pro He Gly Leu He Phe He Ser Tyr Val Leu He Val Ser Ser He 
210 215 220 



Leu Lys He Val Ser Thr Glu Gly Gin Lys Lys Ala Phe Ala Thr Cys 

tti|iE# 2004-3066966 



i 

225 



#M 2003-181915 
230 235 
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240 



Ala Ser His Leu Thr Val Val He Val His Tyr Gly Cys Ala Ser He 
245 250 255 



Ala Tyr Leu Lys Pro Lys Ser Glu Ser Ser Val Glu Lys Asp Leu Leu 
260 265 270 



Leu Ser Val Thr Tyr Thr He He Thr Pro Leu Leu Asn Pro Val Val 
275 280 285 



Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Leu Cys Arg Ala Val 
290 295 300 



Gly Arg Asn Thr Ser 
305 



<210> 23 

<211> 957 

<212> DNA 

<213> Mus musculus 

<300> 

ffi|iE#2 004-3066966 
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<308> AB061229 
<309> 2001-09-07 
<313> (1)..(957) 



<220> 

<221> CDS 
<222> (1)..(957) 

<400> 23 

atg ata ctg tct gaa aaa aac aat agt ggg att att ttc acc etc ttg 
Met He Leu Ser Glu Lys Asn Asn Ser Gly He He Phe Thr Leu Leu 
15 10 15 

ggc ttc tea gat tat cct gac ctt aaa gtc cct etc ttc ttg gtg ttt 
Gly Phe Ser Asp Tyr Pro Asp Leu Lys Val Pro Leu Phe Leu Val Phe 
20 25 30 

etc gtc att tae age ate act gtg gta gga aat att ggt atg ate etc 
Leu Val He Tyr Ser He Thr Val Val Gly Asn He Gly Met He Leu 
35 40 45 

gtg ate aga att aat cee caa ctg cae tec cct atg tae ttc ttc etc 
Val He Arg He Asn Pro Gin Leu His Ser Pro Met Tyr Phe Phe Leu 
50 55 60 

age cae etc tec ttt gtg gat ttc tgc tat tct teg ate att get ccc 
Ser His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser He He Ala Pro 
65 70 75 80 



48 



96 



144 



192 



240 



mSEi^ 2004-3066966 
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aag atg ctg gtg aac ctt gtt gca aaa gac ata acc att tea ttt gta 
Lys Met Leu Val Asn Leu Val Ala Lys Asp He Thr He Ser Phe Val 
85 90 95 



288 



gaa tgc ata gta caa tat ttt tta ttt tgt gtc ttt gta gta act gaa 
Glu Cys He Val Gin Tyr Phe Leu Phe Cys Val Phe Val Val Thr Glu 
100 105 110 



336 



gcc ttt tta tta gtg gtt atg gca tat gac cga ttt gtg get ate tgt 
Ala Phe Leu Leu Val Val Met Ala Tyr Asp Arg Phe Val Ala He Cys 
115 120 125 



384 



aac cct ctg etc tac aca gta gcc atg tee cag aaa etc tgt ate aea 
Asn Pro Leu Leu Tyr Thr Val Ala Met Ser Gin Lys Leu Cys He Thr 
130 135 140 



432 



ctg gtg gtg gga tee tac gca tgg ggg ttc aca tgt tec ttg aea ctg 
Leu Val Val Gly Ser Tyr Ala Trp Gly Phe Thr Cys Ser Leu Thr Leu 
145 150 155 160 



480 



aeg tgt tet act gtg caa tta tct ttt eat ggt gtc aat agg ate gat 
Thr Cys Ser Thr Val Gin Leu Ser Phe His Gly Val Asn Arg He Asp 
165 170 175 



528 



cac ttc ttc tgt gaa etc tct tea ctg eta gcc ctt tct tee tct gat 
His Phe Phe Cys Glu Leu Ser Ser Leu Leu Ala Leu Ser Ser Ser Asp 
180 185 190 



576 



fflSE# 2004-3066966 



2 003-181915 



381/ 



act etc ate agt caa tta ctg ctg ttt gtc ttt gee aca ttt aat get 
Thr Leu He Ser Gin Leu Leu Leu Phe Val Phe Ala Thr Phe Asn Ala 
195 200 205 



624 



gtc age aca tta etc ctt att ctg ttg tet tae ctg ttc att gtt gtc 
Val Ser Thr Leu Leu Leu He Leu Leu Ser Tyr Leu Phe He Val Val 
210 215 220 



672 



act gtt ctt aag atg egt tea gee agt ggg egt cgt aag get ttc tec 
Thr Val Leu Lys Met Arg Ser Ala Ser Gly Arg Arg Lys Ala Phe Ser 
225 230 235 240 



720 



ace tgt gea tec eat ctg gca gee ate act ate ttc cat ggt aec att 
Thr Cys Ala Ser His Leu Ala Ala He Thr He Phe His Gly Thr He 
245 250 255 



768 



tta ttc ctt ttt tgt gtt eee aae tet aag aat tec agg etc aca gtc 
Leu Phe Leu Phe Cys Val Pro Asn Ser Lys Asn Ser Arg Leu Thr Val 
260 265 270 



816 



aaa gtg ggc tet gtg ttt tae aca gtg gtg ate eee atg ctt aae eee 
Lys Val Gly Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 
275 280 285 



864 



ata ate tat agt ctg aga aat aag gat gtc caa gat act att aga aaa 
He He Tyr Ser Leu Arg Asn Lys Asp Val Gin Asp Thr He Arg Lys 
290 295 300 



912 



ata atg ace ctt ate tea tgt gtt aag aat gat aga cac aat taa 



957 



aiiE# 2004-3066966 
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He Met Thr Leu He Ser Cys Val Lys Asn Asp Arg His Asn 
305 310 315 



<210> 24 

<211> 318 

<212> PRT 

<213> Mus musculus 

<400> 24 

Met He Leu Ser Glu Lys Asn Asn Ser Gly He He Phe Thr Leu Leu 
15 10 15 



Gly Phe Ser Asp Tyr Pro Asp Leu Lys Val Pro Leu Phe Leu Val Phe 
20 25 30 



Leu Val He Tyr Ser He Thr Val Val Gly Asn He Gly Met He Leu 
35 40 45 



Val He Arg He Asn Pro Gin Leu His Ser Pro Met Tyr Phe Phe Leu 
50 55 60 



Ser His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser He He Ala Pro 
65 70 75 80 



mSE# 2004-3066966 



mm. 2003-181915 
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Lys Met Leu Val Asn Leu Val Ala Lys Asp He Thr He Ser Phe Val 
85 90 95 



Glu Cys He Val Gin Tyr Phe Leu Phe Cys Val Phe Val Val Thr Glu 
100 105 110 



Ala Phe Leu Leu Val Val Met Ala Tyr Asp Arg Phe Val Ala He Cys 
115 120 125 



Asn Pro Leu Leu Tyr Thr Val Ala Met Ser Gin Lys Leu Cys He Thr 
ISO 135 140 



Uu Val Val Gly Ser Tyr Ala Trp Gly Phe Thr Cys Ser Leu Thr Leu 
145 150 155 160 



Thr Cys Ser Thr Val Gin Leu Ser Phe His Gly Val Asn Arg He Asp 
165 170 175 



His Phe Phe Cys Glu Leu Ser Ser Leu Leu Ala Leu Ser Ser Ser Asp 
180 185 190 



mum 2004-3066966 
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i 

Thr Leu He Ser Gin Leu Leu Leu Phe Val Phe Ala Thr Phe Asn Ala 
195 200 205 

Val Ser Thr Leu Leu Leu He Leu Leu Ser Tyr Leu Phe He Val Val 
210 215 220 

Thr Val Leu Lys Met Arg Ser Ala Ser Gly Arg Arg Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Ala Ser His Leu Ala Ala He Thr He Phe His Gly Thr He 
245 250 255 

Leu Phe Leu Phe Cys Val Pro Asn Ser Lys Asn Ser Arg Leu Thr Val 
260 265 270 

Lys Val Gly Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 
275 280 285 

He He Tyr Ser Leu Arg Asn Lys Asp Val Gin Asp Thr He Arg Lys 
290 295 300 



ffifE# 2004-3066966 
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He Met Thr Leu He Ser Cys Val Lys Asn Asp Arg His Asn 
305 310 315 



<210> 25 

<211> . 1344 

<212> DMA 

<213> Mus musculus 

<300> 

<308> AJ133424 

<309> 2003-02-01 
<313> (1),.(1344) 



<220> 

<221> CDS 

<222> (61).. (1020) 

<400> 25 

ggaggaagac aatgttgatg ctgattgctg agttcctgca ggtttcaaac cgaatgtacc 60 

atg gac aga tec aat gag acc gcc ccc ctg tec ggc tte att etc ctg 108 
Met Asp Arg Ser Asn Glu Thr Ala Pro Leu Ser Gly Phe He Leu Leu 
15 10 15 

ggc etc tet gee cac eca aag ctg gag aaa ace ttc tte gtg etc ate 156 
Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu He 
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20 



25 



30 



ctg atg atg tac ctg gtg ate ctg ctg ggc aac ggc gtc etc ate ctg 
Leu Met Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu 
35 40 45 



204 



gtg age ate cte gac tee cac etg cac acg cec atg tae tte ttc ctg 
Val Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 



252 



aac etc tec ttc etg gac ate tgc tac act ace tec tct gtc ccc 
Gly Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser Val Pro 
65 70 75 80 



300 



etc att ctg gac age ttt etg act ccc agg aag ace ate tec ttc teg 
Leu He Leu Asp Ser Phe Leu Thr Pro Arg Lys Thr He Ser Phe Ser 
85 90 95 



348 



ggc tgt gee gtg cag atg ttt etc tee ttc gee atg gga gee acg gag 
Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu 
100 105 110 



396 



tgt gtg cte ctg agt atg atg geg ttt gat cgt tat gtg gee ate tgc 
Cys Val Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val Ala He Cys 
115 120 125 



444 



aac ccc ett aga tat ect gtg gtc atg aac aag get gee tat gtg ccc 
Asn Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro 
130 135 140 



492 
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atg get gcc agt tec tgg gca ggt ggt ate act aat tct gta gtg cag 
Met Ala Ala Ser Ser Trp Ala Gly Gly He Thr Asn Ser Val Val Gin 
145 150 155 160 



540 



aca tct ttg gca atg egg ctg ecc ttc tgt ggg gac aat gtc ate aat 
Thr Ser Leu Ala Met Arg Leu Pro Phe Cys Gly Asp Asn Val He Asn 
165 170 175 



588 



eac ttc ace tgt gag ate ctg gca gtc ctg aaa ctg gee tgt get gac 
His Phe Thr Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 
180 185 190 



636 



ate tec ate aat gtc ate age atg gtt gtg gee aac atg ate ttc ttg 
He Ser He Asn Val He Ser Met Val Val Ala Asn Met He Phe Leu 
195 200 205 



684 



gca gtc cea gtc etc ttc ate ttt gtc tec tat gtc ttc ate ett gtg 
Ala Val Pro Val Leu Phe He Phe Val Ser Tyr Val Phe He Leu Val 
210 215 220 



732 



aca ate ctg agg ate ecc tct get gag ggg agg aag aag gcc ttc tec 
Thr He Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 
225 230 235 240 



780 



ace tge tct gcc eac etc ace gtg gta ett gtc ttc tat gga acc ate 
Thr Cys Ser Ala His Leu Thr Val Val Leu Val Phe Tyr Gly Thr He 
245 250 255 



828 
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etc ttc atg tac ggg aag ccc aag tec aag gac cea ctg ggg gea gae 876 
Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 
260 265 270 



924 



972 



aag cag gae ctt gea gac aag etc ate tec etc ttc tat gga gtg gtg 
Lys Gin Asp Leu Ala Asp Lys Leu He Ser Leu Phe Tyr Gly Val Val 
275 280 285 

aec ccc atg eta aac ccc ate ate tac age ttg aga aac aag gac gtg 
Thr Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val 
290 295 300 



agg get get gtg agg aac ctg gtg ggc eag aaa cac eta act gag tga 1020 
Arg Ala Ala Val Arg Asn Leu Val Gly Gin Lys His Leu Thr Glu 
305 310 315 

ctgtcacagt gcagaactte caacetctte attgtgtttg tgagggaaga gtggtgeaat 1080 

gaagaggage cacttcecca aggtceaagt aatgaactca gaaetaagae tataaacaaa 1140 

ctatcaaegt tecttaagea ceaatgette tagttaacag gctggaagga caagecttta 1200 

caeetttgga gagaatggct ggttgteage tttgtgttca acettagtgg cgtcgtagaa 1260 

etactcttte atgaccagag getggcacag atctctggaa agatgetgac atgcataaet 1320 
aggagaeaga tgeaaageet ggtt 
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<210> 26 

<211> 319 

<212> PRT 

<213> Mus musculus 

<400> 26 

Met Asp Arg Ser Asn Glu Thr Ala Pro Leu Ser Gly Phe He Leu Leu 
15 10 15 

Gly Leu Ser Ala His Pro Lys Leu Glu Lys Hir Phe Phe Val Leu He 
20 25 30 

Uu Met Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu 
35 40 45 

Val Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Gly Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser Val Pro 
65 70 75 80 

Leu He Leu Asp Ser Phe Leu Thr Pro Arg Lys Thr He Ser Phe Ser 
85 90 95 

miEilf 2 004-3066966 



mm 2003-181915 



y^--J : 390/ 



Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu 
100 105 110 



Cys Val Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val Ala He Cys 
115 120 125 



Asn Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro 
130 135 140 



Met Ala Ala Ser Ser Trp Ala Gly Gly He Thr Asn Ser Val Val Gin 
145 150 155 160 



Thr Ser Leu Ala Met Arg Leu Pro Phe Cys Gly Asp Asn Val He Asn 
165 170 175 



His Phe Thr Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 
180 185 190 



He Ser He Asn Val He Ser Met Val Val Ala Asn Met He Phe Leu 
195 200 205 
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Ala Val Pro Val Leu Phe He Phe Val Ser Tyr Val Phe He Leu Val 
210 215 220 



Thr He Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 
225 230 235 240 



Thr Cys Ser Ala His Leu Thr Val Val Leu Val Phe Tyr Gly Thr He 
245 250 255 



Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 
260 265 270 



Lys Gin Asp Leu Ala Asp Lys Leu He Ser Leu Phe Tyr Gly Val Val 
275 280 285 



Thr Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val 
290 295 300 



Arg Ala Ala Val Arg Asn Leu Val Gly Gin Lys His Leu Thr Glu 
305 310 315 
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<210> 27 

<211> 942 

<212> DNA 

<213> Mus musculus 



<300> 

<308> AF102523 

<309> 1999-02-08 

<313> (1)..(942) 



<220> 

<221> CDS 
<222> (1)..(942) 

<400> 27 

atg gcg aac age act act gtt act gag ttt att ttg ctg ggg ctg tea 
Met Ala Asn Ser Thr Thr Val Thr Glu Phe He Leu Leu Gly Leu Ser 
15 10 15 

gat gcc tgt gag ctg cag gtg etc ata ttc ctg ggc ttt etc ctg acc 
Asp Ala Cys Glu Leu Gin Val Leu He Phe Leu Gly Phe Leu Leu Hir 
20 25 30 

tac ttc etc att ctg ctg gga aac ttc etc ate ate ttc ate acc ett 
Tyr Phe Leu He Leu Leu Gly Asn Phe Leu He He Phe He Thr Leu 
35 40 45 



gtg gac agg cgc ctt tac acc cec atg tat tac ttc etc cgc aac ttt 

miiE#2 0 0 4- 



3 



0 



192 

6 6 9 6 6 
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Val Asp Arg Arg Leu Tyr Thr Pro Met Tyr Tyr Phe Leu Arg Asn Phe 
50 55 60 



gcc atg ctg gag ate tgg ttc acc tct gtc ate tte cee aag atg eta 
Ala Met Leu Glu He Trp Phe Thr Ser Val He Phe Pro Lys Met Leu 
65 70 75 80 



240 



aec aac ate ate aea gga eat aag acc ate tee eta eta ggt tgt tte 
Thr Asn He He Thr Gly His Lys Thr He Ser Leu Leu Gly Cys Phe 
85 90 95 



288 



ete eaa gea tte ete tat tte ttc ett ggc aec act gag ttc ttt eta 
Leu Gin Ala Phe Leu Tyr Phe Phe Leu Gly Thr Thr Glu Phe Phe Leu 
100 105 110 



336 



ctg gea gtg atg tec ttt gae agg tat gtg gee att tgt aac cet ttg 
Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala He Cys Asn Pro Leu 
115 120 125 



384 



egt tat gee aec att atg age aaa aga gtc tgt gtc cag ett gtg ttt 
Arg Tyr Ala Thr He Met Ser Lys Arg Val Cys Val Gin Leu Val Phe 
130 135 140 



432 



tgc tea tgg atg tct gga ttg ett etc ate ata gtt cet agt tea att 
Cys Ser Trp Met Ser Gly Leu Leu Leu He He Val Pro Ser Ser He 
145 150 155 160 



480 



gta ttt cag cag cea ttc tgt ggc cea aac ate att aat eat tte tte 
Val Phe Gin Gin Pro Phe Cys Gly Pro Asn He He Asn His Phe Phe 



528 
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165 170 175 



tgt gac aac ttt cca ctt atg gaa etc ata tgt gca gat act age ctg 
Cys Asp Asn Phe Pro Leu Met Glu Leu He Cys Ala Asp Thr Ser Leu 
180 185 190 



576 



gta gag ttc ctg ggt ttt gtt att gcc aat ttc age etc ctg ggc act 
Val Glu Phe Leu Gly Phe Val He Ala Asn Phe Ser Leu Leu Gly Thr 
195 200 205 



624 



ctg get gtg act gcc ace tgc tat ggc cac att etc tat ace att eta 
Uu Ala Val Thr Ala Thr Cys Tyr Gly His He Leu Tyr Thr He Leu 
210 215 220 



672 



cac att cct tea gcc aag gag agg aag aaa gcc ttc tea act tgc tec 
His He Pro Ser Ala Lys Glu Arg Lys Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 



720 



tet cat att att gtg gtg tet etc ttc tac ggc age tgt ate ttc atg 
Ser His He He Val Val Ser Leu Phe Tyr Gly Ser Cys He Phe Met 
245 250 255 



768 



tat gtc egg tet ggc aag aat gga cag ggg gag gat eat aac aag gtg 
Tyr Val Arg Ser Gly Lys Asn Gly Gin Gly Glu Asp His Asn Lys Val 
260 265 270 



816 



gtg gca ttg etc aac act gta gtg aca cec aca etc aac ccc ttc ate 
Val Ala Leu Leu Asn Thr Val Val Thr Pro Thr Leu Asn Pro Phe He 
275 280 285 



864 
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tac act ctg agg aac aag cag gtg aag cag gta ttt agg gaa cac gta 912 
Tyr Thr Leu Arg Asn Lys Gin Val Lys Gin Val Phe Arg Glu His Val 
290 295 300 



age aag ttc caa aag ttc age cag acg tga 
Ser Lys Phe Gin Lys Phe Ser Gin Thr 
305 310 



<210> 28 

<211> 313 

<212> PRT 

<213> Mus musculus 

<400> 28 

Met Ala Asn Ser Thr Thr Val Thr Glu Phe He Leu Leu Gly Leu Ser 
15 10 15 



Asp Ala Cys Glu Leu Gin Val Leu He Phe Leu Gly Phe Leu Leu Thr 
20 25 30 



Tyr Phe Leu He Leu Leu Gly Asn Phe Leu He He Phe He Thr Leu 
35 40 45 



942 
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Val Asp Arg Arg Leu Tyr Thr Pro Met Tyr Tyr Phe Leu Arg Asm Phe 
50 55 60 



Ala Met Leu Glu He Trp Phe Thr Ser Val He Phe Pro Lys Met Leu 
65 70 75 80 



Thr Asn He He Thr Gly His Lys Thr He Ser Leu Leu Gly Cys Phe 
85 90 95 



Leu Gin Ala Phe Uu Tyr Phe Phe Leu Gly Thr Thr Glu Phe Phe Leu 
100 105 110 



Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala He Cys Asn Pro Leu 
115 120 125 



Arg Tyr Ala Thr He Met Ser Lys Arg Val Cys Val Gin Leu Val Phe 
130 135 140 



Cys Ser Trp Met Ser Gly Leu Leu Leu He He Val Pro Ser Ser He 
145 150 155 160 



Val Phe Gin Gin Pro Phe Cys Gly Pro Asn He He Asn His Phe Phe 
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165 170 175 



Cys Asp Asn Phe Pro Leu Met Glu Leu He Cys Ala Asp Thr Ser Leu 
180 185 190 



Val Glu Phe Leu Gly Phe Val He Ala Asn Phe Ser Leu Leu Gly Thr 
195 200 205 



Leu Ala Val Thr Ala Thr Cys Tyr Gly His He Leu Tyr Thr He Leu 
210 215 220 



His He Pro Ser Ala Lys Glu Arg Lys Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 



Ser His He He Val Val Ser Leu Phe Tyr Gly Ser Cys He Phe Met 
245 250 255 



Tyr Val Arg Ser Gly Lys Asn Gly Gin Gly Glu Asp His Asn Lys Val 
260 265 270 



Val Ala Leu Leu Asn Thr Val Val Thr Pro Thr Leu Asn Pro Phe He 
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275 280 285 



Tyr Thr Leu Arg Asn Lys Gin Val Lys Gin Val Phe Arg Glu His Val 
290 295 300 



Ser Lys Phe Gin Lys Phe Ser Gin Thr 
305 310 



<210> 29 

<211> 669 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF102531 

<309> 1999-02-08 

<313> (1) . . (669) 



<220> 

<221> CDS 
<222> (1) . . (669) 

<400> 29 

tgc aac tta gcg acc atg gat att ate tgc acc tec tet gta etg eee 48 
Cys Asn Leu Ala Thr Met Asp He He Cys Thr Ser Ser Val Leu Pro 
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aag gcg ctg gtt ggt eta ctg tct gag gaa aac acc acc tec ttc aaa 
Lys Ala Leu Val Gly Leu Leu Ser Glu Glu Asn Thr Thr Ser Phe Lys 
20 25 30 



96 



tgc atg act cag etc ttc ttt ett gtg tgg tct gga tec tct gag 
Gly Cys Met Thr Gin Leu Phe Phe Leu Val Trp Ser Gly Ser Ser Glu 
35 40 45 



144 



ctg ctg ctg etc aca gtc atg gee tat gae cgc tat gtg gee ate tgt 
Leu Leu Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys 
50 55 60 



192 



ttg cec ctg eat tac age tct agg atg agt cea eag etc tgt ggg ace 
Leu Pro Leu His Tyr Ser Ser Arg Met Ser Pro Gin Leu Cys Gly Thr 
65 70 75 80 



240 



ttt gee gtg ggt gta tgg tec ate tgc gea eta aat gca tct ate aac 
Phe Ala Val Gly Val Trp Ser He Cys Ala Leu Asn Ala Ser He Asn 
85 90 95 



288 



act ggt ctg atg aca egg ctg tea ttc tgt gge cec aag gtc ate ace 
Thr Gly Leu Met Thr Arg Uu Ser Phe Cys Gly Pro Lys Val He Thr 
100 105 HO 



336 



cae ttc ttc tgt gag att cec cea etc etc ctg etc tec tgt agt ect 
His Phe Phe Cys Glu He Pro Pro Leu Leu Leu Leu Ser Cys Ser Pro 
115 120 125 



384 
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aca tat ata aat age gtt atg act ctt gtg gca gat gcc ttt tat gga 
Thr Tyr He Asn Ser Val Met Thr Leu Val Ala Asp Ala Phe Tyr Gly 
130 135 140 



432 



ggc ate aat ttt tta ctt ace ttg eta tec tat ggc tgc ate att gcc 
Gly He Asn Phe Leu Leu Thr Leu Leu Ser Tyr Gly Cys He He Ala 
145 150 155 160 



480 



age ate ctg cgc atg cgt tet get gag ggc aag agg aag gcc ttt tct 
Ser He Leu Arg Met Arg Ser Ala Glu Gly Lys Arg Lys Ala Phe Ser 
165 170 175 



528 



ace tgc tea tec cac etc att gtg gtc tct gtg tac tac tea tct gtg 
Thr Cys Ser Ser His Leu He Val Val Ser Val Tyr Tyr Ser Ser Val 
180 185 190 



576 



ttc tgt gcc tat gtc age ect get tct age tac age cea gaa aga age 
Phe Cys Ala Tyr Val Ser Pro Ala Ser Ser Tyr Ser Pro Glu Arg Ser 
195 200 205 



624 



aaa gtt tec tea gtg ctg tac tea gtc etc age cea ace etc aac 
Lys Val Ser Ser Val Leu Tyr Ser Val Leu Ser Pro Thr Uu Asn 
210 215 220 



669 



<210> 30 
<211> 223 
<212> PRT 
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<213> Mus musculus 



<400> 30 



Cys Asn Leu Ala Thr Met Asp He lie Cys Thr Ser Ser Val Leu Pro 
15 10 15 



Lys Ala Leu Val Gly Leu Leu Ser Glu Glu Asn Thr Thr Ser Phe Lys 
20 25 30 



Gly Cys Met Thr Gin Leu Phe Phe Leu Val Trp Ser Gly Ser Ser Glu 
35 40 45 



Leu Leu Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys 
50 55 60 



Leu Pro Leu His Tyr Ser Ser Arg Met Ser Pro Gin Leu Cys Gly Thr 
65 70 75 80 



Phe Ala Val Gly Val Trp Ser He Cys Ala Leu Asn Ala Ser He Asn 
85 90 95 



Thr Gly Leu Met Thr Arg Leu Ser Phe Cys Gly Pro Lys Val He Thr 
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His Phe Phe Cys Glu He Pro Pro Leu Leu Leu Leu Ser Cys Ser Pro 
115 120 125 



Thr Tyr He Asn Ser Val Met Thr Leu Val Ala Asp Ala Phe Tyr Gly 
130 135 140 



Gly He Asn Phe Leu Leu Thr Leu Leu Ser Tyr Gly Cys He He Ala 
145 150 155 160 



Ser He Leu Arg Met Arg Ser Ala Glu Gly Lys Arg Lys Ala Phe Ser 
165 170 175 



Thr Cys Ser Ser His Leu He Val Val Ser Val Tyr Tyr Ser Ser Val 
180 185 190 



Phe Cys Ala Tyr Val Ser Pro Ala Ser Ser Tyr Ser Pro Glu Arg Ser 
195 200 205 



Lys Val Ser Ser Val Leu Tyr Ser Val Leu Ser Pro Thr Leu Asn 
210 215 220 
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<210> 31 

<211> 1661 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121974 

<309> 1999-04-25 

<313> (1) . . (1661) 



<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (303) . . (1307) 

<400> 31 

gtntacatag tgagttcgag gccagccagg gctacacaga caaaccctgt ctcgaaaaac 
caaaaaaaaa aaaaaaaaaa agaattcatt aatgaaaaag aagggggaaa atggagggcc 
atggaaagta gctacttcta acatacaact cttcatttcc tccatagaaa tgctgtagtt 
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aatgtctaca cccagtccag cctggtgagg ctggggcagg tcctagca^ gcctttcagg 240 



gactgaaccc cggcatcctg cccctcccct ctccctggag cctccccaag ccctcaggcg 300 

tc atg tea ggg tgg age aat ggc acc tac aat gag tec tac acc age 347 
Met Ser Gly Trp Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser 
15 10 15 

tte etc ete atg ggc tte eca ggg atg eag gaa gee aga gee etc etg 395 
Phe Leu Leu Met Gly Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu 
20 25 30 

gtg ctg cec tte ete age ete tae etg gtg ate ete tte aee aat gee 443 
Val Leu Pro Phe Leu Ser Leu Tyr Leu Val He Leu Phe Thr Asn Ala 
35 40 45 

etg gte ate eae aeg gtg gea tee eag cge age etg eae eag eee atg 491 
Leu Val He His Thr Val Ala Ser Gin Arg Ser Leu His Gin Pro Met 
50 55 60 

tae etg etc att gee ctg etc etg get gte aat ate tgc get gee acc 539 
Tyr Leu Leu He Ala Leu Leu Leu Ala Val Asn He Cys Ala Ala Thr 
65 70 75 

acc gtg gtg ecc cec atg etc tte age tte tec aca cge tte aac cge 587 
Thr Val Val Pro Pro Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg 
80 85 90 95 

ate tec ete ect ega tgc ttg gga caa atg tte tgc ate tac tte ett 635 

tb|iE# 2004-3066966 
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He Ser Leu Pro Arg Cys Leu Gly Gin Met Phe Cys He Tyr Phe Leu 
ICQ 105 110 

att gtc ttt gac tgc aac ate etc etg gte atg get eta gat cge tat 683 
He Val Phe Asp Cys Asn He Leu Leu Val Met Ala Leu Asp Arg Tyr 

115 120 125 

gtg get ate tge tae cet ete cge tac cea gaa ata gtg aea gga cag 731 
Val Ala He Cys Tyr Pro Leu Arg Tyr Pro Glu He Val Thr Gly Gin 

130 135 140 



tta ctg get ggt ctg gtg gtg etg gca gtc acc agg age aea age att 
Leu Leu Ala Gly Leu Val Val Leu Ala Val Thr Arg Ser Thr Ser He 
145 150 155 



779 



gtt get cea gtg gtg gtg ctg gee teg egg gtt cge tte tgt cge tea 
Val Ala Pro Val Val Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser 
160 165 170 175 



827 



gat gtg ate cge cac ttt gee tgt gag cae atg gee ctg atg aag ett 
Asp Val He Arg His Phe Ala Cys Glu His Met Ala Leu Met Lys Leu 
180 185 190 



875 



tec tgt ggg gac ate teg etg aat aag aeg gtg gga ete act gtt cge 
Ser Cys Gly Asp He Ser Leu Asn Lys Thr Val Gly Leu Thr Val Arg 
195 200 205 



923 
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ate ttc aac cga gtc ctg gat atg etc ctg tta ggt gcc tec tac tec 971 
He Phe Asn Arg Val Leu Asp Met Leu Leu Leu Gly Ala Ser Tyr Ser 
210 215 220 

cgc ate ate cat get gcc ttc agg ate tea tea ggt gga gea egg tec 1019 
Arg He He His Ala Ala Phe Arg He Ser Ser Gly Gly Ala Arg Ser 
225 230 235 

aaa gcc ctg aac ace tgt ggc tec eac ctg ctg gtc ate ttc acc gtc 1067 
Lys Ala Leu Asn Thr Cys Gly Ser His Leu Leu Val He Phe Thr Val 
240 245 250 255 

tac tec tec ace atg tec tea tec att gtc tac cgt gtg gea cgc act 1115 
Tyr Ser Ser Thr Met Ser Ser Ser He Val Tyr Arg Val Ala Arg Thr 
260 265 270 

gee tec caa gat gtg eac aac ttg ctt agt get ttc tat ctg ttg etc 1163 
Ala Ser Gin Asp Val His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu 
275 280 285 

cec tgt ctg gtc aac ecc ate ate tac ggg gcc aga acc aag gaa ate 1211 
Pro Cys Leu Val Asn Pro He He Tyr Gly Ala Arg Thr Lys Glu He 
290 295 300 

agg eag eac ctg gta get ctg ttc caa agg act cag caa cag gtc ttc 1259 
Arg Gin His Leu Val Ala Leu Phe Gin Arg Thr Gin Gin Gin Val Phe 
305 310 315 

act gag aag cec cag tec ctg ecc teg aat aga gag ctt ect gga tga 1307 
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Thr Glu Lys Pro Gin Ser Leu Pro Ser Asn Arg Glu Leu Pro Gly 
320 325 330 

ttgtccagaa tttgtgggtc tcaaaatcac tttcactatt cagtgaagga ggggcattca 1367 

agtgggcatt cgtctctggt atattttgtc tcggctattt tagttcagca tcctatttat 1427 

gagaagggtc tattctatat ctccagctgt ctagaactcc ttaagtggcc caggatgacc 1487 

tggaacccaa acaattctcc tttcttagtt tgccaaatgc tagcattaga ggcatgagtc 1547 

acagtgcctg gcttatctgc actcatactg gagagcctca tgtctgcttt ccaaaaagca 1607 

cctactcact ctgaactagc aactgaaagc aagctctaac cctggcttga agtt 1661 



<210> 32 

<211> 334 

<212> PRT 

<213> Mus musculus 

<400> 32 

Met Ser Gly Trp Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser Phe 
15 10 15 



Leu Leu Met Gly Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu Val 
20 25 30 
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Leu Pro Phe Leu Ser Leu Tyr Leu Val He Leu Phe Thr Asn Ala Leu 
35 40 45 



Val He His Thr Val Ala Ser Gin Arg Ser Leu His Gin Pro Met Tyr 
50 55 60 



Leu Leu He Ala Leu Leu Leu Ala Val Asn He Cys Ala Ala Thr Thr 
65 70 75 80 



Val Val Pro Pro Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg He 
85 90 95 



Ser Leu Pro Arg Cys Leu Gly Gin Met Phe Cys He Tyr Phe Leu He 
100 105 110 



Val Phe Asp Cys Asn He Leu Leu Val Met Ala Leu Asp Arg Tyr Val 
115 120 125 



Ala He Cys Tyr Pro Leu Arg Tyr Pro Glu He Val Thr Gly Gin Leu 
130 135 140 
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Leu Ala Gly Leu Val Val Leu Ala Val Thr Arg Ser Thr Ser He Val 
145 150 155 160 



Ala Pro Val Val Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser Asp 
165 170 175 



Val He Arg His Phe Ala Cys Glu His Met Ala Leu Met Lys Leu Ser 
180 185 190 



Cys Gly Asp He Ser Leu Asn Lys Thr Val Gly Leu Thr Val Arg He 
195 200 205 



Phe Asn Arg Val Leu Asp Met Leu Leu Leu Gly Ala Ser Tyr Ser Arg 
210 215 220 



He He His Ala Ala Phe Arg He Ser Ser Gly Gly Ala Arg Ser Lys 
225 230 235 240 



Ala Leu Asn Thr Cys Gly Ser His Leu Leu Val He Phe Thr Val Tyr 
245 250 255 



mm^2 004-3066966 
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Ser Ser Thr Met Ser Ser Ser He Val Tyr Arg Val Ala Arg Thr Ala 
260 265 270 



Ser Gin Asp Val His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu Pro 
275 '280 285 



Cys Leu Val Asn Pro He He Tyr Gly Ala Arg Thr Lys Glu He Arg 
290 295 300 



Gin His Leu Val Ala Leu Phe Gin Arg Thr Gin Gin Gin Val Phe Thr 
305 310 315 320 



Glu Lys Pro Gin Ser Leu Pro Ser Asn Arg Glu Leu Pro Gly 
325 330 



<210> 33 

<211> 1116 

<212> DNA 

<213> Nfus musculus 

<300> 

<308> AF121975 

<309> 1999-04-25 

<313> (1)..(1116) 
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<220> 

<221> misc_feature 

<222> (15).. (15) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (50) . . (1015) 

<400> 33 

caagctggct cttcntactg tctctccatt agttttagtc gtcacggga atg aat tea 58 

Met Asn Ser 
1 

aaa gca age atg ett gga act aae tte act ate ate eat cca aet gtg 106 
Lys Ala Ser Met Leu Gly Thr Asn Phe Thr He He His Pro Thr Val 
5 10 15 

tte ate ctg ctt gga ate eea ggg etg gag eag tae eac aee tgg ett 154 
Phe He Leu Leu Gly He Pro Gly Leu Glu Gin Tyr His Thr Trp Leu 
20 25 30 35 

tet att cet ttt tgt ett atg tae att get gea gte ttg ggg aae gga 202 
Ser He Pro Phe Cys Leu Met Tyr He Ala Ala Val Leu Gly Asn Gly 
40 45 50 

gee ete ate ett gtt gte ctg agt gaa ege ace etc eat gag ecc atg 250 

miE# 2004-3066966 
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Ala Leu He Leu Val Val Leu Ser Glu Arg Thr Leu His Glu Pro Met 
55 60 65 

tat gtc ttt ctg tec atg ctg get ggc act gat att etc ctg tea ace 298 
Tyr Val Phe Leu Ser Met Leu Ala Gly Thr Asp He Leu Leu Ser Thr 
70 75 80 

acc act gtg cet aag ace ttg get ate ttt t^ tte cat get ggg gag 346 
Thr Thr Val Pro Lys Thr Uu Ala lie Phe Trp Phe His Ala Gly Glu 
85 90 95 

ate cec ttt gat gee tgc att get eag atg ttt tte ate cac gtt get 394 
He Pro Phe Asp Ala Cys He Ala Gin Met Phe Phe He His Val Ala 
100 105 110 115 

ttt gtg get gag teg gga ate ett ctg gee atg gea ttt gae ega tat 442 
Phe Val Ala Glu Ser Gly He Leu Leu Ala Met Ala Phe Asp Arg Tyr 
120 125 130 

gtg get att tgt act cet ctg aga tac tea gee gtc tta aca cet atg 490 
Val Ala He Cys Thr Pro Leu Arg Tyr Ser Ala Val Leu Thr Pro Met 
135 140 145 

gea att gga aaa atg ace ctg gee ate t^ gga egg age att g^ aca 538 
Ala He Gly Lys Met Thi Uu Ala He Trp Gly Arg Ser He Gly Thr 
150 155 160 

att tte cet ate ata ttt ctg ctg aag agg ctg tea tac tgc agg ace 586 
He Phe Pro He He Phe Leu Leu Lys Arg Leu Ser Tyr Cys Arg Thr 
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170 175 

aat gtc ate cca cac tea tat tgt gag cat att ggt gta gee aga ttg 634 
Asn Val He Pro His Ser Tyr Cys Glu His He Gly Val Ala Arg Uu 
180 185 190 195 

get tgt get gae ate act gtc aat ate tgg tat gge tte teg gtg cca 682 
Ala Cys Ala Asp He Thr Val Asn He Trp Tyr Gly Phe Ser Val Pro 
200 205 210 

atg get tea gtt ttg gta gat gtt gea etc att ggt att tet tat aeg 730 
Met Ala Ser Val Leu Val Asp Val Ala Leu He Gly He Ser Tyr Thr 
215 220 225 

ttg ate etc cag get gtg ttt aga ett cet tec eag gat get agg cac 778 
Leu He Leu Gin Ala Val Phe Arg Leu Pro Ser Gin Asp Ala Arg His 
230 235 240 

aag gee etc aat ace tgt ggt tet cac att ggg gtc att etc etc ttt 826 
Lys Ala Leu Asn Thr Cys Gly Ser His He Gly Val He Leu Leu Phe 
245 250 255 

tte ata cca tea ttt ttt act tte ctt act eat cgc ttt gge aag aac 874 
Phe He Pro Ser Phe Phe Thr Phe Leu Thr His Arg Phe Gly Lys Asn 
260 265 270 275 

ate ecc cac cat gtg cac att ctt ctg gea aat etc tat gtg ttg gtt 922 
He Pro His His Val His He Leu Leu Ala Asn Leu Tyr Val Leu Val 
280 285 290 
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: 414/ 



.ccc ccc atg ctt aac cct ate ate tat ggt get aag ace aag caa att 970 
Pro Pro Met Leu Asn Pro He He Tyr Gly Ala Lys Thr Lys Gin He 
295 300 305 

agg gac age atg aet cge atg ttg tct gtt gtg tgg aag tet tga 1015 
Arg Asp Ser Met Thr Arg Met Leu Ser Val Val Trp Lys Ser 
310 315 320 

gagcagtcac agtteacaaa getgtettag tttctcttae aaaeaggaga gagagagaga 1075 

gagagagaga gagagagaga gagagagaga gagagagaga g 1116 

<210> 34 

<211> 321 

<212> PRT 

<213> Mus museulus 

<400> 34 

Met Asn Ser Lys Ala Ser Met Leu Gly Thr Asn Phe Thr He He His 
15 10 15 

Pro Thr Val Phe He Leu Leu Gly He Pro Gly Leu Glu Gin Tyr His 
20 25 30 
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Thr Trp Leu Ser He Pro Phe Cys Leu Met Tyr He Ala Ala Val Leu 
35 40 45 



Gly Asn Gly Ala Leu He Leu Val Val Leu Ser Glu Arg Thr Leu His 
50 55 60 



Glu Pro Met Tyr Val Phe Leu Ser Met Leu Ala Gly Thr Asp He Leu 
65 70 75 80 



Leu Ser Thr Thr Thr Val Pro Lys Thr Leu Ala He Phe Trp Phe His 
85 90 95 



Ala Gly Glu He Pro Phe Asp Ala Cys He Ala Gin Met Phe Phe He 
100 105 110 



His Val Ala Phe Val Ala Glu Ser Gly He Leu Leu Ala Met Ala Phe 
115 120 125 



Asp Arg Tyr Val Ala He Cys Thr Pro Leu Arg Tyr Ser Ala Val Leu 
130 135 140 



Thr Pro Met Ala He Gly Lys Met Thr Leu Ala He Trp Gly Arg Ser 
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145 



2003-181915 
150 155 



^-y : 416/ 

160 



He Gly Thr He Phe Pro He He Phe Leu Leu Lys Arg Leu Ser Tyr 
165 170 175 



Cys Arg Thr Asn Val He Pro His Ser Tyr Cys Glu His He Gly Val 
180 185 190 



Ala Arg Leu Ala Cys Ala Asp He Thr Val Asn He Trp Tyr Gly Phe 
195 200 205 



Ser Val Pro Met Ala Ser Val Leu Val Asp Val Ala Leu He Gly He 
210 215 220 



Ser Tyr Thr Leu He Leu Gin Ala Val Phe Arg Leu Pro Ser Gin Asp 
225 230 235 240 



Ala Arg His Lys Ala Leu Asn Thr Cys Gly Ser His He Gly Val He 
245 250 255 

Leu Leu Phe Phe He Pro Ser Phe Phe Thr Phe Leu Thr His Arg Phe 
260 265 270 
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Gly Lys Asn He Pro His His Val His He Leu Leu Ala Asn Leu Tyr 
275 280 285 



Val Leu Val Pro Pro Met Leu Asn Pro He He Tyr Gly Ala Lys Thr 
290 295 300 



Lys Gin He Arg Asp Ser Met Thr Arg Met Leu Ser Val Val Trp Lys 
305 310 315 320 



Ser 



<210> 35 

<211> 1267 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121977 

<3Q9> 1999-04-25 

<313> (1)..(1267) 
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<220> 

<221> misc_feature 
<222> (108) . . (108) 
<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (172).. (1200) 

<400> 35 

tctattgctc actgaaatat aaactagcaa catgaagaac atatgattga actatatcaa 60 

agaaacaaat ttttctaatc ataaatgacc atgaatcatt gaatttcnta agctgaagtt 120 

ctttcatgag gtaccacaca acagcatgtt cctgtacaca tgtaactacc t atg ttt 177 

Met Phe 
1 

tgt cat tta tat aat gag aac aat atg caa gtg gca ate ctg gat tec 225 
Cys His Leu Tyr Asn Glu Asn Asn Met Gin Val Ala lie Leu Asp Ser 
5 10 15 

att eta ata cet tet tat ttt tct ttc ctg aca gag atg gag eet gga 273 
He Leu He Pro Ser Tyr Phe Ser Phe Leu Thr Glu Met Glu Pro Gly 
20 25 30 

aac tae aea gtt gta aca gaa ttc att ctt tta ggg tta aca gat gat 321 
Asn Tyr Thr Val Val Thr Glu Phe He Leu Leu Gly Leu Thr Asp Asp 
35 40 45 50 
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att aca gtc agt gtc att tta ttt gtt atg ttt eta ate gte tat tct 
He Thr Val Ser Val He Uu Phe Val Met Phe Leu He Val Tyr Ser 
55 60 65 



369 



gtt act tta atg ggt aac ttg aac ata att gtg eta ate aga acc age 
Val Thr Leu Met Gly Asn Uu Asn He He Val Leu He Arg Thr Ser 
70 75 80 



417 



cct eag ett eae ace cee atg tac ctt ttc ctt age cat ttg gee ttt 
Pro Gin Leu His Thr Pro Met Tyr Leu Phe Leu Ser His Leu Ala Phe 
85 90 95 



465 



eta gac att ggg tac tec age tea gtt aca cee ate atg etg agg ggc 
Leu Asp He Gly Tyr Ser Ser Ser Val Thr Pro He Met Leu Arg Gly 
100 105 110 



513 



ttt etc aga aag gga aca ttt ate cct gtg get ggc tgt gtg get caa 
Phe Leu Arg Lys Gly Thr Phe He Pro Val Ala Gly Cys Val Ala Gin 
115 120 125 130 



561 



etc tgt att gtg gtg gca ttt ggg aca tet gaa tct ttc ttg eta get 
Leu Cys He Val Val Ala Phe Gly Thr Ser Glu Ser Phe Uu Leu Ala 
135 140 145 



609 



tee atg gee tat gac cgc tat gtg gee ate tgc tea cct ttg etc tac 
Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Ser Pro Uu Leu Tyr 
150 155 160 



657 
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tea aca cag atg tec tec aea gte tgc ate etc eta gtt ggs. act tee 705 
Ser Thr Gin Met Ser Ser Thr Val Cys He Leu Leu Val Gly Thr Ser 
165 170 175 

tac eta ggt gga tgg gtg aat get tgg ata ttt act ggt tgc tec tta 753 
Tyr Leu Gly Gly Trp Val Asn Ala Trp He Phe Thr Gly Cys Ser Leu 
180 185 190 

aat ctg tea ttt tgt ggg cea aat aaa att aat cac ttt tte tgt gae 801 
Asn Leu Ser Phe Cys Gly Pro Asn Lys He Asn His Phe Phe Cys Asp 
195 200 205 210 

tat tea cea eta ttg aag ett tet tgt tct eat gae ttt tet ttt gaa 849 
Tyr Ser Pro Leu Leu Lys Leu Ser Cys Ser His Asp Phe Ser Phe Glu 
215 220 225 

gte att cea gea ate tet teg gga tee ate att gtg gte act gtg ttt 897 
Val He Pro Ala He Ser Ser Gly Ser He He Val Val Thr Val Phe 
230 235 240 

ate att get ctg tet tat gte tac ate ett gtg tea ate ctg aag atg 945 
He He Ala Leu Ser Tyr Val Tyr He Leu Val Ser He Leu Lys Met 
245 250 255 

ege tet act gaa ggt ege cag aag gee tte tee ace tgc act tec cac 993 
Arg Ser Thr Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Thr Ser His 
260 265 270 

etc act gea gte act ctg tte ttt ggg ace ate aea tte att tat gtg 1041 
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Leu Thr Ala Val Thr Leu Phe Phe Gly Thr He Thr Phe He Tyr Val 
275 280 285 290 

atg ccc cag tec age tae tee aea gae cag aae aaa gtg gtg tct gtg 1089 
Met Pro Gin Ser Ser Tyr Ser Thr Asp Gin Asn Lys Val Val Ser Val 
295 300 305 

ttt tac aca gtg gtg ate cce atg ttg aat ccc etc ate tae agt ttc 1137 
Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu He Tyr Ser Phe 
310 315 320 

aga aae aaa gag gtt aaa gaa gee atg aaa aaa ctg att get aaa aca 1185 
Arg Asn Lys Glu Val Lys Glu Ala Met Lys Lys Leu He Ala Lys Thr 
325 330 335 

cat tgg tgg tec tga aatatttgaa tttacaaaca gtaaattctg etettacagg 1240 
His Trp Trp Ser 

340 

taaatggcag tatactaagt aaattac 1267 



<210> 36 

<211> 342 

<212> PRT 

<213> Mus musculus 

<400> 36 
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Met Phe Cys His Leu Tyr Asn Glu Asn Asn Met Gin Val Ala He Leu 
15 10 15 



Asp Ser He Leu He Pro Ser Tyr Phe Ser Phe Leu Thr Glu Met Glu 
20 25 30 



Pro Gly Asn Tyr Thr Val Val Thr Glu Phe He Leu Leu Gly Leu Thr 
35 40 45 



Asp Asp He Thr Val Ser Val He Leu Phe Val Met Phe Leu He Val 
50 55 60 



Tyr Ser Val Thr Leu Met Gly Asn Leu Asn He He Val Leu He Arg 
65 70 75 80 



Thr Ser Pro Gin Leu His Thr Pro Met Tyr Leu Phe Leu Ser His Leu 
85 90 95 



Ala Phe Leu Asp He Gly Tyr Ser Ser Ser Val Thr Pro He Met Leu 
100 105 110 



Arg Gly Phe Leu Arg Lys Gly Thr Phe He Pro Val Ala Gly Cys Val 
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2003-181915 
120 125 
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Ala Gin Leu Cys He Val Val Ala Phe Gly Thr Ser Glu Ser Phe Uu 
130 135 140 



Leu Ala Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Ser Pro Leu 
145 150 155 160 



Leu Tyr Ser Thr Gin Met Ser Ser Thr Val Cys He Leu Leu Val Gly 
165 170 175 



Thr Ser Tyr Leu Gly Gly Trp Val Asn Ala Trp He Phe Thr Gly Cys 
180 185 190 



Ser Leu Asn Leu Ser Phe Cys Gly Pro Asn Lys He Asn His Phe Phe 
195 200 205 



Cys Asp Tyr Ser Pro Leu Leu Lys Leu Ser Cys Ser His Asp Phe Ser 
210 215 220 



Phe Glu Val He Pro Ala He Ser Ser Gly Ser He He Val Val Thr 
225 230 235 240 

ffi|E# 2004-3066966 
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Val Phe He He Ala Leu Ser Tyr Val Tyr He Leu Val Ser He Leu 
245 250 255 



Lys Met Arg Ser Thr Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Thr 
260 265 270 



Ser His Leu Thr Ala Val Thr Leu Phe Phe Gly Thr He Thr Phe He 
275 280 285 



Tyr Val Met Pro Gin Ser Ser Tyr Ser Thr Asp Gin Asn Lys Val Val 
290 295 300 



Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu He Tyr 
305 310 315 320 



Ser Phe Arg Asn Lys Glu Val Lys Glu Ala Met Lys Lys Leu He Ala 
325 330 335 



Lys Thr His Trp Trp Ser 
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<210> 37 

<211> 1120 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AFl 21979 

<309> 1999-04-25 

<313> (1) . . (1120) 



<220> 

<221> CDS 

<222> (84) . . (1040) 

<220> 

<221> misc_feature 

<222> (940).. (940) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1083).. (1083) 

<223> n is a, c, g, or t 
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<400> 37 

tgtcattatt agtgctgata aagtgttgtc aagtcctgtg agattccttc aaatgaatat 60 

gtccatcaga ggctcctgac aac atg tea cca ggc aac age tea tgg att eat 113 

Met Ser Pro Gly Asn Ser Ser Trp He His 
1 5 10 

cct tct tee tte etg ete ttg gga ate cea gga ctg gaa gag ttg eag 161 
Pro Ser Ser Phe Leu Leu Leu Gly He Pro Gly Leu Glu Glu Leu Gin 
15 20 25 

tte tgg ctt ^t ttg cca ttt gga aca gtc tat ett att get gte eta 209 
Phe Trp Leu Gly Leu Pro Phe Gly Thr Val Tyr Leu He Ala Val Leu 
30 35 40 

ggg aat gtc ate att etc ttt gta ate tat eta gag eac age ctt cae 257 
Gly Asn Val He He Leu Phe Val He Tyr Leu Glu His Ser Leu His 
45 50 55 

eaa cct atg tte tac tta etg gee ata ctg get gtt act gae ttg ggt 305 
Gin Pro Met Phe Tyr Leu Leu Ala He Leu Ala Val Thr Asp Leu Gly 
60 65 70 

etg tct aca gca act gtt eee aga gea ete ggt ata tte tgg ttt ggc 353 
Leu Ser Thr Ala Thr Val Pro Arg Ala Leu Gly He Phe Trp Phe Gly 
75 80 85 90 

tte cat aag att gee ttt agg gae tgt gta get caa atg ttt tte ata 401 
Phe His Lys He Ala Phe Arg Asp Cys Val Ala Gin Met Phe Phe He 
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95 100 105 



cat ctg ttt aca ggc ate gaa aca ttc atg ctt gta get atg gee ttt 449 
His Leu Phe Thr Gly He Glu Thr Phe Met Leu Val Ala Met Ala Phe 
110 115 120 

gat egc tae att gee ate tgt aac ect cte ega tat aae aet ate etc 497 
Asp Arg Tyr He Ala He Cys Asn Pro Leu Arg Tyr Asn Thr He Leu 
125 130 135 

ace aae aga aca ate tge att att gtt gga gtt gga eta ttt aaa aat 545 
Thr Asn Arg Thr He Cys He He Val Gly Val Gly Leu Phe Lys Asn 
140 145 150 

ttc att ttg gtt ttt eea ctt ata ttt etc att eta agg ett tea ttc 593 
Phe He Leu Val Phe Pro Leu He Phe Leu He Leu Arg Leu Ser Phe 
155 160 165 170 

tgt gga cae aat ate ata eea eac aca tae tgt gag eac atg ggc att 641 
Cys Gly His Asn He He Pro His Thr Tyr Cys Glu His Met Gly He 
175 180 185 

get ega etg gea tge gtc age ate aag gtt aat gta tta ttt gga tta 689 
Ala Arg Leu Ala Cys Val Ser He Lys Val Asn Val Leu Phe Gly Leu 
190 195 200 

ata etc ata tet atg ata ett etg gat gtt gtt ttg agt get etg tee 737 
He Leu He Ser Met He Leu Leu Asp Val Val Leu Ser Ala Leu Ser 
205 210 215 
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tat gcg aaa att ctt cat get gta ttt aaa etc cca tec tgg gaa gee 785 
Tyr Ala Lys He Uu His Ala Val Phe Lys Leu Pro Ser Trp Glu Ala 
220 225 230 

aga etc aaa get ctt aat ace tgt ggt tec eat gtg tgt gtg ate ttg 833 
Arg Leu Lys Ala Leu Asn Thr Cys Gly Ser His Val Cys Val He Leu 
235 240 245 250 

get tte ttc act cca gee ttt ttc tec ttc ttg act cat ega ttt gga 881 
Ala Phe Phe Thr Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly 
255 260 265 

cac aat att cca ega tat ate eac ate etc ctt get aac tta tat gtg 929 
His Asn He Pro Arg Tyr He His He Leu Leu Ala Asn Leu Tyr Val 
270 275 280 

ate att ecc cng get ctt aac cet att att tat ggg gtg aga ace aaa 977 
He He Pro Xaa Ala Leu Asn Pro He He Tyr Gly Val Arg Thr Lys 
285 290 295 

cag ata caa gat cgt gcg gtg aca ata ttg tgc aac gag gtt gga cag 1025 
Gin He Gin Asp Arg Ala Val Thr He Leu Cys Asn Glu Val Gly Gin 
300 305 310 



ctg gca gac gac tag tatgtcttct aatagtctct ttccttccta agaggactac 1080 
Leu Ala Asp Asp 
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315 

tgntttgtaa gcttgcatac gtggaacaca ttacacaatg 



<210> 38 

<211> 318 

<212> PRT 

<213> Mus musculus 

<220> 

<221> inisc_feature 

<222> (286) . . (286) 

<223> The 'Xaa' at location 286 stands for Gin, Arg, Pro, or Leu. 

<400> 38 

Met Ser Pro Gly Asn Ser Ser Trp He His Pro Ser Ser Phe Leu Leu 
15 10 15 



Leu Gly He Pro Gly Leu Glu Glu Leu Gin Phe Trp Leu Gly Leu Pro 
20 25 30 



Phe Gly Thr Val Tyr Leu He Ala Val Leu Gly Asn Val He He Leu 
35 40 45 



: 429/ 



1120 
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Phe Val He Tyr Leu Glu His Ser Leu His Gin Pro Met Phe Tyr Leu 
50 55 60 

Leu Ala He Leu Ala Val Thr Asp Leu Gly Leu Ser Thr Ala Thr Val 
65 70 75 80 



Pro Arg Ala Leu Gly He Phe Trp Phe Gly Phe His Lys He Ala Phe 
85 90 95 



Arg Asp Cys Val Ala Gin Met Phe Phe He His Leu Phe Thr Gly He 
100 105 110 



Glu Thr Phe Met Leu Val Ala Met Ala Phe Asp Arg Tyr He Ala He 
115 120 125 



Cys Asn Pro Leu Arg Tyr Asn Thr He Leu Thr Asn Arg Thr He Cys 
130 135 140 



He He Val Gly Val Gly Leu Phe Lys Asn Phe He Leu Val Phe Pro 
145 150 155 160 



Leu He Phe Leu He Leu Arg Leu Ser Phe Cys Gly His Asn He He 
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165 170 175 



Pro His Thr Tyr Cys Glu His Met Gly He Ala Arg Leu Ala Cys Val 
180 185 190 



Ser He Lys Val Asn Val Leu Phe Gly Leu He Leu He Ser Met He 
195 200 205 



Leu Leu Asp Val Val Leu Ser Ala Leu Ser Tyr Ala Lys He Leu His 
210 215 220 



Ala Val Phe Lys Leu Pro Ser Trp Glu Ala Arg Leu Lys Ala Leu Asn 
225 230 235 240 



Thr Cys Gly Ser His Val Cys Val He Leu Ala Phe Phe Thr Pro Ala 
245 250 255 



Phe Phe Ser Phe Leu Thr His Arg Phe Gly His Asn He Pro Arg Tyr 
260 265 270 



He His He Leu Leu Ala Asn Leu Tyr Val He He Pro Xaa Ala Leu 
275 280 285 
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Asn Pro He He Tyr Gly Val Arg Thr Lys Gin He Gin Asp Arg Ala 
290 295 300 



Val Thr He Leu.Cys Asn Glu Val Gly Gin Leu Ala. Asp Asp 
305 310 315 

<210> 39 

<211> 2333 

<212> DNA 

<213> Mus musculus 

<300> 

<308> M36778 

<309> 1995-08-22 

<313> (1)..(2333) 



<220> 

<221> CDS 

<222> (24).. (1088) 

<400> 39 

gctgtggcag ggaaggggcc acc atg gga tgt acg ctg age gca gag gag aga 

Met Gly Cys Thr Leu Ser Ala Glu Glu Arg 
1 5 10 
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gcc gcc etc gag egg age aag geg att gag aaa aae ete aaa gaa gat 
Ala Ala Leu Glu Arg Ser Lys Ala lie Glu Lys Asn Leu Lys Glu Asp 
15 20 25 



101 



ggc ate age gcc gcc aaa gac gtg aaa tta etc etg etg ggg get gga 
Gly lie Ser Ala Ala Lys Asp Val Lys Leu Leu Leu Leu Gly Ala Gly 
30 35 40 



149 



gaa tea gga aaa age ace att gtg aag cag atg aag ate ate cat gaa 
Glu Ser Gly Lys Ser Thr He Val Lys Gin Met Lys He He His Glu 
45 50 55 



197 



gat ggc ttc tet ggg gaa gac gtg aag cag tac aag cet gtg gtc tac 
Asp Gly Phe Ser Gly Glu Asp Val Lys Gin Tyr Lys Pro Val Val Tyr 
60 65 70 



245 



age aac ace ate cag tet etg geg gee att gtc egg gcc atg gac act 
Ser Asn Thr He Gin Ser Leu Ala Ala He Val Arg Ala Met Asp Thr 
75 80 85 90 



293 



ttg ggc gtg gag tat ggt gac aag gag agg aag aeg gac tec aag atg 
Leu Gly Val Glu Tyr Gly Asp Lys Glu Arg Lys Thr Asp Ser Lys Met 
95 100 105 



341 



gtg tgt gac gtg gtg agt egt atg gaa gac act gaa ceg ttc tet gca 
Val Cys Asp Val Val Ser Arg Met Glu Asp Thr Glu Pro Phe Ser Ala 
110 115 120 



389 



gaa ctt ett tet gcc atg atg ega etc tgg ggc gac teg ggg ate cag 



437 
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Glu Leu Leu Ser Ala Met Met Arg Leu Trp Gly Asp Ser Gly He Gin 
125 130 135 

gag tgc ttc aac cga tct egg gag tat cag etc aat gae tct gee aaa 485 
Glu Cys Phe Asn Arg Ser Arg Glu Tyr Gin Leu Asn Asp Ser Ala Lys 
140 145 150 

tac tac ctg gae age etg gat egg att gga gee ggt gae tae eag cee 533 
Tyr Tyr Leu Asp Ser Leu Asp Arg He Gly Ala Gly Asp Tyr Gin Pro 
155 160 165 170 

aet gag eag gae ate etc cga aee aga gte aaa aea act ^e ate gta 581 
Thr Glu Gin Asp He Leu Arg Thr Arg Val Lys Thr Thr Gly He Val 
175 180 185 

gaa ace eae tte aee ttc aag aae etc eae ttc agg etg ttt gae gte 629 
Glu Thr His Phe Thr Phe Lys Asn Leu His Phe Arg Leu Phe Asp Val 
190 195 200 

ggg ggc eag cga tet gaa ege aag aag tgg ate eae tgc ttt gag gat 677 
Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp He His Cys Phe Glu Asp 
205 210 215 

gte aeg gee ate ate tte tgt gte gea etc age ggc tat gae eag gtg 725 
Val Thr Ala He He Phe Cys Val Ala Leu Ser Gly Tyr Asp Gin Val 
220 225 230 

etc eae gag gae gaa aee aeg aac ege atg eae gaa tec etg aag etc 773 
Leu His Glu Asp Glu Thr Thr Asn Arg Met His Glu Ser Leu Lys Leu 
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235 240 245 250 

ttc gac age ate tge aae aae aag tgg ttc aea gac aea tct att ate 821 
Phe Asp Ser He Cys Asn Asn Lys Trp Phe Thr Asp Thr Ser He He 
255 260 265 

etg ttt etc aae aag aag gae ata ttt gag gag aag ate aag aag tec 869 
Leu Phe Leu Asn Lys Lys Asp He Phe Glu Glu Lys He Lys Lys Ser 
270 275 280 

cca ete aee ate tge ttt eet gaa tae aea gge eec agt gee tte aea 917 
Pro Uu Thr He Cys Phe Pro Glu Tyr Thr Gly Pro Ser Ala Phe Thr 
285 290 295 

gaa get gtg get eae ate eaa g^ cag tat gag agt aag aat aag tea 965 
Glu Ala Val Ala His He Gin Gly Gin Tyr Glu Ser Lys Asn Lys Ser 
300 305 310 

get eae aag gaa gtc tae age eat gte aee tgt gee aeg gae aee aae 1013 
Ala His Lys Glu Val Tyr Ser His Val Thr Cys Ala Thr Asp Thr Asn 
315 320 325 330 

aae ate eaa tte gte ttt gat gee gtg aea gat gte ate ate gee aaa 1061 
Asn He Gin Phe Val Phe Asp Ala Val Thr Asp Val He He Ala Lys 
335 340 345 

aae eta egg gge tgt gga ete tae tga geeetggeet eetaceeage 1108 
Asn Leu Arg Gly Cys Gly Leu Tyr 
350 
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ctgccactca ctcctcccct ggacccagag ctctgtcact gctcagatgc cctgttaact 1168 

gaagaaaacc tggaggctag ccttgggggc aggaggaggc atcctttgag catccccacc 1228 

ccacccaact tcagcctcgt gacacgtggg aacagggttg ggcagaggtg tggaacagca 1288 

caaggccaga gaccacggca tgccacttgg gtgctgctca ct^tcagct gtgtgtctta 1348 

cacagaggcc gagtgggcaa cactgccatc tgattcagaa tgggcatgcc ctgtcctctg 1408 
tacctcttgt tcagtgtcct ggtttctctt ccaccttggt gataggatgg ctggcaggaa 1468 
ggccccatgg aaggtgctgc ttgattaggg gatagtcgat ggcatctctc agcagtcctc 1528 
agggtctgtt tggtagaggg tggtttcgtc gacaaaagcc aacat^aat caggccactt 1588 
ttggggcgca aagactcaga ctttggggac gggttccctc ctccttcact ttggatcttg 1648 
gcccctctct ggtcatcttc ccttgccctt gggctcccca ggatactcag ccctgactcc 1708 
catggggttg ggaatattcc ttaagactgg ctgactgcaa aggtcaccga tggagaaaca 1768 
tccctgtgct acagaattgg gggtgggaca gctgaggggg caggcggctc tttcctgata 1828 
gttgatgaca agccctgaga atgccatctg ctggctccac tcacacgggc tcaactgtcc 1888 
tgggtgatag tgacttgcca ggccacaggc tgcaggtcac agacagagca ggcaagcagc 1948 
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cttgcaactg cagattactt agggagaagc atcggggcct cgtgagccag gccccgtagc 2008 

cagtgccctg ctttactcca gcctt^tca ggaagtcgaa agcccttggt gtattcctgg 2068 

tctcggagca aataatgagc cagcaccctg aagggtgggc tccaactcag acatgcagcc 2128 

agccccctag gtgggtaaac gccctaggga cctagggaga gcctttgctg cagagattcc 2186 

taagcaaaac ggcgtggtgg agctttggca accctagccc cagctaactt tggacagtca 2248 

gcatatgtcc ctgccatccc tagacatctc cagtcagctg gtatcacagc cagtggttca 2308 

gacaggtttg aatgctcatg tggca 2333 



<210> 40 

<211> 354 

<212> PRT 

<213> Mus musculus 

<400> 40 

Met Gly Cys Thr Leu Ser Ala Glu Glu Arg Ala Ala Leu Glu Arg Ser 
15 10 15 



Lys Ala He Glu Lys Asn Leu Lys Glu Asp Gly He Ser Ala Ala Lys 
20 25 30 
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Asp Val Lys Leu Leu Leu Leu Gly Ala Gly Glu Ser Gly Lys Ser Thr 
35 40 45 



He Val Lys Gin Met Lys He He His Glu Asp Gly Phe Ser Gly Glu 
50 55 60 



Asp Val Lys Gin Tyr Lys Pro Val Val Tyr Ser Asn Thr He Gin Ser 
65 70 75 80 



Leu Ala Ala He Val Arg Ala Met Asp Thr Leu Gly Val Glu Tyr Gly 
85 90 95 



Asp Lys Glu Arg Lys Thr Asp Ser Lys Met Val Cys Asp Val Val Ser 
100 105 110 



Arg Met Glu Asp Thr Glu Pro Phe Ser Ala Glu Leu Leu Ser Ala Met 
115 120 125 



Met Arg Leu Trp Gly Asp Ser Gly He Gin Glu Cys Phe Asn Arg Ser 
130 135 140 
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Arg Glu Tyr Gin Leu Asn Asp Ser Ala Lys Tyr Tyr Leu Asp Ser Leu 
145 150 155 160 



Asp Arg He Gly Ala Gly Asp Tyr Gin Pro Thr Glu Gin Asp He Leu 
165 170 175 



Arg Thr Arg Val Lys Thr Thr Gly He Val Glu Thr His Phe Thr Phe 
180 185 190 



Lys Asn Leu His Phe Arg Leu Phe Asp Val Gly Gly Gin Arg Ser Glu 
195 200 205 



Arg Lys Lys Trp He His Cys Phe Glu Asp Val Thr Ala He He Phe 
210 215 220 



Cys Val Ala Leu Ser Gly Tyr Asp Gin Val Leu His Glu Asp Glu Thr 
225 230 235 240 



Thr Asn Arg Met His Glu Ser Leu Lys Leu Phe Asp Ser He Cys Asn 
245 250 255 
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Asn Lys Trp Phe Thr Asp Thr Ser He He Leu Phe Leu Asn Lys Lys 
260 265 270 



Asp He Phe Glu Glu Lys He Lys Lys Ser Pro Leu Thr He Cys Phe 

275 280 285 



Pro Glu Tyr Thr Gly Pro Ser Ala Phe Thr Glu Ala Val Ala His He 
290 295 300 



Gin Gly Gin Tyr Glu Ser Lys Asn Lys Ser Ala His Lys Glu Val Tyr 
305 310 315 320 



Ser His Val Thr Cys Ala Thr Asp Thr Asn Asn He Gin Phe Val Phe 

325 330 335 



Asp Ala Val Thr Asp Val He He Ala Lys Asn Leu Arg Gly Cys Gly 
340 345 350 



Leu Tyr 



<210> 41 
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<211> 1135 

<212> DNA 

<213> Mus musculus 

<300> 

<308> M87286 

<309> 1993-04-27 
<313> (1)..(1135) 



<220> 

<221> CDS 

<222> (41).. (1063) 

<400> 41 

gctcttcact tgagacgcct gagggaaacc acca^cagg atg age gag ctg gag 55 

Met Ser Glu Leu Glu 
1 5 

cag ctg agg cag gag get gaa cag ctt egg aat cag ate eag gat get 103 
Gin Leu Arg Gin Glu Ala Glu Gin Leu Arg Asn Gin lie Gin Asp Ala 
10 15 20 

e^ aag gee tgc aae gat gee aeg etg gtt cag ate aeg tct aat atg 151 
Arg Lys Ala Cys Asn Asp Ala Thr Leu Val Gin He Hir Ser Asn Met 
25 30 35 

gac tee gtg ^c cga ata caa atg ega aea agg cgc aeg etg egt gge 199 
Asp Ser Val Gly Arg He Gin Met Arg Thr Arg Arg Thr Leu Arg Gly 
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40 



45 



50 



cac etc get aag ate tac gee atg cae tgg gga tat gat tec agg eta 247 
His Leu Ala Lys He Tyr Ala Met His Trp Gly Tyr Asp Ser Arg Leu 
55 60 65 

eta gte agt get teg caa gat gga aaa tta att att tgg gat age tat 295 
Leu Val Ser Ala Ser Gin Asp Gly Lys Leu He He Trp Asp Ser Tyr 
70 75 80 85 



aeg aea aat aag atg cac gcc ate cet ctg agg tee tec tgg gtg atg 343 
Thr Thr Asn Lys Met His Ala He Pro Leu Arg Ser Ser Trp Val Met 
90 95 100 



acc tgt gee tac gee ccg tec ggg aac tac gtt gee tgt gga gge ttg 
Thr Cys Ala Tyr Ala Pro Ser Gly Asn Tyr Val Ala Cys Gly Gly Leu 
105 110 115 



391 



gat aac ate tgc tee ata tac aac eta aag acc cga gag gga gat gtg 439 
Asp Asn He Cys Ser He Tyr Asn Leu Lys Thr Arg Glu Gly Asp Val 
120 125 130 



egg gtg age cga gaa ttg gea gga cac aeg gge tac ttg tec tgc tgc 
Arg Val Ser Arg Glu Leu Ala Gly His Thr Gly Tyr Leu Ser Cys Cys 
135 140 145 



487 



cga ttc tta gat gat gga caa ate att aea agt teg gga gae aeg act 535 
Arg Phe Leu Asp Asp Gly Gin He He Thr Ser Ser Gly Asp Thr Thr 
150 155 160 165 
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tgt get ttg tgg gac att gag acc gga cag cag act acg acc ttc aca 
Cys Ala Leu Trp Asp He Glu Thr Gly Gin Gin Thr Thr Thr Phe Thr 
170 175 180 



583 



gga cac teg ggt gac gtg atg age etc tea ctg agt cct gac ttg aag 
Gly His Ser Gly Asp Val Met Ser Leu Ser Leu Ser Pro Asp Leu Lys 
185 190 195 



631 



aeg ttt gtg tct ggt get tgt gat gea tee tea aag ctg tgg gat ate 
Thr Phe Val Ser Gly Ala Cys Asp Ala Ser Ser Lys Leu Trp Asp He 
200 205 210 



679 



cga gat ggg atg tgt aga eag tct tte ace gga cac ate tea gac ate 
Arg Asp Gly Met Cys Arg Gin Ser Phe Thr Gly His He Ser Asp He 
215 220 225 



727 



aac get gtc agt ttc tte ccg agt gga tat gee ttt gee act ggt tct 
Asn Ala Val Ser Phe Phe Pro Ser Gly Tyr Ala Phe Ala Thr Gly Ser 
230 235 240 245 



775 



gat gat gee aca tge cga etc ttt gac etc cgt gea gac eag gag etc 
Asp Asp Ala Thr Cys Arg Leu Phe Asp Leu Arg Ala Asp Gin Glu Leu 
250 255 260 



823 



ctg eta tac tct cat gac aat ate ate tgt ggc att act tct gtg gee 
Leu Leu Tyr Ser His Asp Asn He He Cys Gly He Thr Ser Val Ala 
265 270 275 



871 
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ttc tea aag agt ggg cgc etc etg tta gee gge tat gae gae tte aae 919 
Phe Ser Lys Ser Gly Arg Leu Leu Leu Ala Gly Tyr Asp Asp Phe Asn 
280 285 290 

tgc agt gtg tgg gae get etg aaa gga gge egg tea ggt gte ett get 967 
Cys Ser Val Trp Asp Ala Leu Lys Gly Gly Arg Ser Gly Val Leu Ala 
295 300 305 

ggt cat gae aae cgt gtt age tgc tta ggt gtg act gat gae gge atg 1015 
Gly His Asp Asn Arg Val Ser Cys Leu Gly Val Thr Asp Asp Gly Met 
310 315 320 325 

get gtg gee act gge tec tgg gae agt ttt ett aga ate tgg aat tga 1063 
Ala Val Ala Thr Gly Ser Trp Asp Ser Phe Leu Arg lie Trp Asn 
330 335 340 

gtgeeatatt ttetgttete eaatgatace t^agaaate cgtgttaeag cetatagctg 1123 

tga^aaaaa aa 1135 

<210> 42 

<211> 340 

<212> PRT 

<213> Mus museulus 

<400> 42 

Met Ser Glu Leu Glu Gin Leu Arg Gin Glu Ala Glu Gin Leu Arg Asn 

2004-3066966 
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15 10 15 

Gin He Gin Asp Ala Arg Lys Ala Cys Asn Asp Ala Thr Leu Val Gin 
20 25 30 

He Thr Ser Asn Met Asp Ser Val Gly Arg He Gin Met Arg Thr Arg 
35 40 45 

Arg Thr Leu Arg Gly His Leu Ala Lys He Tyr Ala Met His Trp Gly 
50 55 60 

Tyr Asp Ser Arg Leu Leu Val Ser Ala Ser Gin Asp Gly Lys Leu He 
65 70 75 80 

He Trp Asp Ser Tyr Thr Thr Asn Lys Met His Ala He Pro Leu Arg 
85 90 95 

Ser Ser Trp Val Met Thr Cys Ala Tyr Ala Pro Ser Gly Asn Tyr Val 
100 105 110 

Ala Cys Gly Gly Leu Asp Asn He Cys Ser He Tyr Asn Leu Lys Thr 
115 120 125 
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Arg Glu Gly Asp Val Arg Val Ser Arg Glu Leu Ala Gly His Thr Gly 
130 135 140 



Tyr Leu Ser Cys Cys Arg Phe Leu Asp Asp Gly Gin He He Thr Ser 
145 150 155 160 



Ser Gly Asp Thr Thr Cys Ala Leu Trp Asp He Glu Thr Gly Gin Gin 
165 170 175 



Thr Thr Thr Phe Thr Gly His Ser Gly Asp Val Met Ser Leu Ser Leu 
180 185 190 



Ser Pro Asp Leu Lys Thr Phe Val Ser Gly Ala Cys Asp Ala Ser Ser 
195 200 205 



Lys Leu Trp Asp He Arg Asp Gly Met Cys Arg Gin Ser Phe Thr Gly 
210 215 220 



His He Ser Asp He Asn Ala Val Ser Phe Phe Pro Ser Gly Tyr Ala 
225 230 235 240 
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Phe Ala Thr Gly Ser Asp Asp Ala Thr Cys Arg Leu Phe Asp Leu Arg 
245 250 255 



Ala Asp Gin Glu Leu Leu Leu Tyr Ser His Asp Asn He He Cys Gly 
260 265 270 



He Thr Ser Val Ala Phe Ser Lys Ser Gly Arg Leu Leu Leu Ala Gly 
275 280 285 



Tyr Asp Asp Phe Asn Cys Ser Val Trp Asp Ala Leu Lys Gly Gly Arg 
290 295 300 



Ser Gly Val Leu Ala Gly His Asp Asn Arg Val Ser Cys Leu Gly Val 
305 310 315 320 



Thr Asp Asp Gly Met Ala Val Ala Thr Gly Ser Trp Asp Ser Phe Leu 
325 330 335 



Arg He Trp Asn 
340 
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<210> 43 

<211> 307 

<212> DNA 

<213> Mus musculus 

<300> 

<308> U37527 

<309> 1997-12-30 

<313> (1) . . (307) 



<220> 

<221> CDS 
<222> (40).. (267) 

<400> 43 

tccaagctgc tgtaccacct ctcagcaggg agtgcagga atg aag gaa ggc atg 

Met Lys Glu Gly Met 
1 5 

tct aat aac age acc acc age ate tec cag gcc agg aaa gee gtg gag 
Ser Asn Asn Ser Thr Thr Ser He Ser Gin Ala Arg Lys Ala Val Glu 
10 15 20 

cag etg aag atg gaa gcc tgc atg gac agg gtg aag gtc tec cag get 
Gin Leu Lys Met Glu Ala Cys Met Asp Arg Val Lys Val Ser Gin Ala 
25 30 35 

gcc tea gac etc ctg gcc tac tgt gaa gcc cac gtg egg gag gac cec 

tii|iE# 2004-3066966 



54 



102 



150 



198 
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Ala Ser Asp Leu Leu Ala Tyr Cys Glu Ala His Val Arg Glu Asp Pro 
40 45 50 

etc ate ate cca gtg cet gee tea gaa aac cec tte egg gag aag aag 246 
Leu He He Pro Val Pro Ala Ser Glu Asn Pro Phe Arg Glu Lys Lys 
55 60 65 



tte tte tge aec ate ete taa eaceeatgge gatgaagcgg gcectttect 297 
Phe Phe Cys Thr He Leu 
70 75 



gctgtaacag 



<210> 44 

<211> 75 

<212> PRT 

<213> Mus museulus 

<400> 44 

Met Lys Glu Gly Met Ser Asn Asn Ser Thr Thr Ser He Ser Gin Ala 
1 5 10 15 



Arg Lys Ala Val Glu Gin Leu Lys Met Glu Ala Cys Met Asp Arg Val 
20 25 30 



307 
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Lys Val Ser Gin Ala Ala Ser Asp Leu Leu Ala Tyr Cys Glu Ala His 
35 40 45 

Val Arg Glu Asp Pro Leu He He Pro Val Pro Ala Ser Glu Asn Pro 
50 55 60 



Phe Arg Glu Lys Lys Phe Phe Cys Thr He Leu 
65 70 75 



<210> 45 

<211> 2666 

<212> DM 

<213> Mus musculus 

<300> 

<308> BC023729 

<309> 2003-04-16 
<313> (1) . . (2666) 



<220> 

<221> CDS 

<222> (252).. (2219) 

<400> 45 

lHiE#2 004-3066966 
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ccacgcgtcc ggccccagcg caacgcgcag cagcctccct cctcttcttc ccgcactgtg 60 

cgctcctcct gggctagggc gtctggatcg agtcccggag gctaccgcct cccagacaga 120 

cgacaggtca cctggacgcg agcctgtgtc cgggtctcgt cgttgccggc gcagtcactg 180 

ggcacaaccg tgggactccg tctgtctcgg attaatcccg gagagccaga gccaacctct 240 

cccggtcaga g atg cga ccc tea ggg acc gcg aga acc aca ctg ctg gtg 290 
Met Arg Pro Ser Gly Thr Ala Arg Thr Thr Leu Leu Val 
1 5 10 

ttg ctg acc gcg etc tgc gcc gca ggt g^ gcg ttg gag gaa aag aaa 338 
Leu Leu Thr Ala Leu Cys Ala Ala Gly Gly Ala Leu Glu Glu Lys Lys 
15 20 25 

gtc tgc caa ggc aca agt aac agg etc acc caa ctg ggc act ttt gaa 386 
Val Cys Gin Gly Thr Ser Asn Arg Leu Thr Gin Leu Gly Thr Phe Glu 
30 35 40 45 

gae cac ttt ctg age ctg cag agg atg tac aac aac tgt gaa gtg gtc 434 
Asp His Phe Leu Ser Leu Gin Arg Met Tyr Asn Asn Cys Glu Val Val 
50 55 60 

ctt ggg aac ttg gaa att ace tat gtg caa agg aat tac gae ett tec 482 
Leu Gly Asn Leu Glu He Thr Tyr Val Gin Arg Asn Tyr Asp Leu Ser 
65 70 75 

tte tta aag ace ate cag gag gtg gee ggc tat gtc etc att gee etc 530 
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Phe Leu Lys Thr He Gin Glu Val Ala Gly Tyr Val Leu He Ala Leu 
80 85 90 



aac acc gtg gag aga ate cct ttg gag aac ctg cag ate ate agg gga 
Asn Thr Val Glu Arg He Pro Leu Glu Asn Leu Gin He He Arg Gly 
95 100 105 



578 



aat get ctt tat gaa aac acc tat gcc tta gcc ate ctg tec aac tat 
Asn Ala Leu Tyr Glu Asn Thr Tyr Ala Leu Ala He Leu Ser Asn Tyr 
110 115 120 125 



626 



^g aca aac aga act ggg ctt agg gaa ctg ccc atg egg aac tta cag 
Gly Thr Asn Arg Thr Gly Leu Arg Glu Leu Pro Met Arg Asn Leu Gin 
130 135 140 



674 



gaa ate ctg att ggt get gtg cga ttc age aac aac ccc ate etc tgc 
Glu He Leu He Gly Ala Val Arg Phe Ser Asn Asn Pro He Leu Cys 
145 150 155 



722 



aat atg gat act ate cag tgg a^ gac ate gtc caa aac gtc ttt atg 
Asn Met Asp Thr He Gin Trp Arg Asp He Val Gin Asn Val Phe Met 
160 165 170 



770 



age aac atg tea atg gac tta cag age cat ccg age agt tgc ccc aaa 
Ser Asn Met Ser Met Asp Leu Gin Ser His Pro Ser Ser Cys Pro Lys 
175 180 185 



818 



tgt gat cca age tgt ccc aat gga age tgc tgg gga gga gga gag gag 
Cys Asp Pro Ser Cys Pro Asn Gly Ser Cys Trp Gly Gly Gly Glu Glu 



866 
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205 



''J : 453/ 



aac tgc cag aaa ttg acc aaa ate ate tgt gee eag caa tgt tee cat 914 
Asn Cys Gin Lys Leu Thr Lys He He Cys Ala Gin Gin Cys Ser His 
210 215 220 



egc tgt egt gge agg tee eec agt gae tge tge cae aae eaa tgt get 962 
Arg Cys Arg Gly Arg Ser Pro Ser Asp Cys Cys His Asn Gin Cys Ala 
225 230 235 

geg ggg tgt aea ggg eee ega gag agt gae tgt etg gte tgc eaa aag 1010 
Ala Gly Cys Thr Gly Pro Arg Glu Ser Asp Cys Leu Val Cys Gin Lys 
240 245 250 

ttc caa gat gag gee aea tge aaa gae ace tge eca cea etc atg etg 1058 
Phe Gin Asp Glu Ala Thr Cys Lys Asp Thr Cys Pro Pro Leu Met Leu 
255 260 265 

tac aac eec ace acc tat eag atg gat gte aac cet gaa ggg aag tac 1106 
Tyr Asn Pro Thr Thr Tyr Gin Met Asp Val Asn Pro Glu Gly Lys Tyr 
270 275 280 285 

age ttt ^t gee ace tgt gtg aag aag tge eec ega aac tac gtg gtg 1154 
Ser Phe Gly Ala Thr Cys Val Lys Lys Cys Pro Arg Asn Tyr Val Val 
290 295 300 

aea gat cat gge tea tgt gte ega gee tgt ggg ect gae tac tac gaa 1202 
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Thr Asp His Gly Ser Cys Val Arg Ala Cys Gly Pro Asp Tyr Tyr Glu 
305 310 315 

gtg gaa gaa gat ggc ate cgc aag tgt aaa aaa tgt gat ggg ccc tgt 1250 
Val Glu Glu Asp Gly He Arg Lys Cys Lys Lys Cys Asp Gly Pro Cys 
320 325 330 

cgc aaa gtt tgt aat ggc ata ggc att ggt gaa ttt aaa gac aca etc 1298 
Arg Lys Val Cys Asn Gly He Gly He Gly Glu Phe Lys Asp Thr Leu 
335 340 345 

tec ata aat get aca aac ate aaa cac ttc aaa tac tgc act gee ate 1346 
Ser He Asn Ala Thr Asn He Lys His Phe Lys Tyr Cys Thr Ala He 
350 355 360 365 

age ggg gac ctt cac ate ctg eca gtg gee ttt aag ggg gat tet ttc 1394 
Ser Gly Asp Leu His He Leu Pro Val Ala Phe Lys Gly Asp Ser Phe 
370 375 380 

aeg cgc act cet cct eta gac eca ega gaa eta gaa att eta aaa ace 1442 
Thr Arg Thr Pro Pro Leu Asp Pro Arg Glu Leu Glu He Leu Lys Thr 
385 390 395 

gta aag gaa ata aca ggc ttt ttg ctg att eag get tgg cct gat aac 1490 
Val Lys Glu He Thr Gly Phe Leu Leu He Gin Ala Trp Pro Asp Asn 
400 405 410 

t^ act gac etc cat get ttc gag aac eta gaa ata ata egt ^c aga 1538 
Trp Thr Asp Leu His Ala Phe Glu Asn Leu Glu He He Arg Gly Arg 
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415 



420 



425 



aca aag caa cat ggt cag ttt tct ttg gcg gtc gtt ggc ctg aac ate 
Thr Lys Gin His Gly Gin Phe Ser Leu Ala Val Val Gly Leu Asn He 
430 435 440 445 



1586 



aca tea ctg ggg ctg cgt tec etc aag gag ate agt gat ggg gat gtg 
Thr Ser Leu Gly Leu Arg Ser Leu Lys Glu He Ser Asp Gly Asp Val 
450 455 460 



1634 



ate att tct gga aac cga aat ttg tgc tac gca aac aca ata aac tgg 
He He Ser Gly Asn Arg Asn Leu Cys Tyr Ala Asn Thr He Asn Trp 
465 470 475 



1682 



aaa aaa etc ttc ggg aca cec aat cag aaa ace aaa ate atg aac aac 
Lys Lys Leu Phe Gly Thr Pro Asn Gin Lys Thr Lys He Met Asn Asn 
480 485 490 



1730 



aga get gag aaa gac tgc aag gee gtg aac cac gtc tgc aat ect tta 
Arg Ala Glu Lys Asp Cys Lys Ala Val Asn His Val Cys Asn Pro Leu 
495 500 505 



1778 



tgc tec teg gaa ggc tgc tgg ggc ect gag cec agg gac tgt gtc tec 
Cys Ser Ser Glu Gly Cys Trp Gly Pro Glu Pro Arg Asp Cys Val Ser 
510 515 520 525 



1826 



tgc cag aat gtg age aga ggc agg gag tgc gtg gag aaa tgc aac ate 
Cys Gin Asn Val Ser Arg Gly Arg Glu Cys Val Glu Lys Cys Asn He 
530 535 540 



1874 
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ctg gag ggg gaa cca agg gag ttt gtg gaa aat tct gaa tgc ate cag 1922 
Leu Glu Gly Glu Pro Arg Glu Phe Val Glu Asn Ser Glu Cys He Gin 
545 550 555 



tgc cat cca gaa tgt ctg ccc cag gcc atg aac ate acc tgt aca ggc 
Cys His Pro Glu Cys Leu Pro Gin Ala Met Asn He Thr Cys Thr Gly 
560 565 570 



1970 



agg gga cca gac aac tgc ate cag tgt gcc cac tac att gat ggc cca 
Arg Gly Pro Asp Asn Cys He Gin Cys Ala His Tyr He Asp Gly Pro 
575 580 585 



2018 



cac tgt gtc aag acc tgc cca get ggc ate atg gga gag aac aac act 
His Cys Val Lys Thr Cys Pro Ala Gly He Met Gly Glu Asn Asn Thr 
590 595 600 605 



2066 



ctg gtc tgg aag tat gca gat gee aat aat gtc tgc cac eta tgc cac 
Leu Val Trp Lys Tyr Ala Asp Ala Asn Asn Val Cys His Leu Cys His 
610 615 620 



2114 



gcc aac tgt acc tat gga tgt get ggg cca ggt ett caa gga tgt gaa 
Ala Asn Cys Thr Tyr Gly Cys Ala Gly Pro Gly Leu Gin Gly Cys Glu 
625 630 635 



2162 



gtg tgg cca tct ggg tac gtt caa tgg cag tgg ate tta aag acc ttt 
Val Trp Pro Ser Gly Tyr Val Gin Trp Gin Trp He Leu Lys Thr Phe 
640 645 650 



2210 
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tgg ate taa gaccagaagc catctctgac tcccctctca ccttccagtt 2259 
Trp He 
655 

tcttccaaat cctctgggcc agccagaggt ctcagattct gccctcttgc cctgtgccca 2319 

ccttgttgac cactggacag catatgtgat ggctactgct agtgccagct tcacaagagg 2379 

ttaacactac ggactagcca ttcttcctat gtatctgttt ctgcaaatac agccgcttta 2439 

cttaagtctc agcacttctt agtctcctct tttcctctca gtagcccaag gggtcatgtc 2499 

acaaacatgg tgtgaagggc tactttgtca aatgaaaagg tctatcttgg ggggcatttt 2559 

tttcttttct ttttttcttg aaacacattg cccagcaaag ccaataaatt tctctcatca 2619 

ttttgtttct gataaattct tactattgat aaaaaaaaaa aaaaaaa 2666 



<210> 46 

<211> 655 

<212> PRT 

<213> Mus musculus 

<400> 46 

Met Arg Pro Ser Gly Thr Ala Arg Thr Thr Leu Leu Val Leu Leu Thr 
15 10 15 
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Ala Leu Cys Ala Ala Gly Gly Ala Leu Glu Glu Lys Lys Val Cys Gin 
20 25 30 



Gly Thr Ser Asn Arg Leu Thr Gin Leu Gly Thr Phe Glu Asp His Phe 
35 40 45 



Leu Ser Leu Gin Arg Met Tyr Asn Asn Cys Glu Val Val Leu Gly Asn 
50 55 60 



Leu Glu He Thr Tyr Val Gin Arg Asn Tyr Asp Leu Ser Phe Leu Lys 
65 70 75 80 



Thr He Gin Glu Val Ala Gly Tyr Val Leu He Ala Leu Asn Thr Val 
85 90 95 



Glu Arg He Pro Leu Glu Asn Leu Gin He He Arg Gly Asn Ala Leu 
100 105 110 



Tyr Glu Asn Thr Tyr Ala Leu Ala He Leu Ser Asn Tyr Gly Thr Asn 
115 120 125 
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Arg Thr Gly Leu Arg Glu Leu Pro Met Arg Asn Leu Gin Glu He Leu 
130 135 140 



He Gly Ala Val Arg Phe Ser Asn Asn Pro He Leu Cys Asn Met Asp 
145 150 155 160 



Thr He Gin Trp Arg Asp He Val Gin Asn Val Phe Met Ser Asn Met 
165 170 175 



Ser Met Asp Leu Gin Ser His Pro Ser Ser Cys Pro Lys Cys Asp Pro 
180 185 190 



Ser Cys Pro Asn Gly Ser Cys Trp Gly Gly Gly Glu Glu Asn Cys Gin 
195 200 205 



Lys Leu Thr Lys He He Cys Ala Gin Gin Cys Ser His Arg Cys Arg 
210 215 220 



Gly Arg Ser Pro Ser Asp Cys Cys His Asn Gin Cys Ala Ala Gly Cys 
225 230 235 240 
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Thr Gly Pro Arg Glu Ser Asp Cys Leu Val Cys Gin Lys Phe Gin Asp 
245 250 255 



Glu Ala Thr Cys Lys Asp Thr Cys Pro Pro Leu Met Leu Tyr Asn Pro 
260 265 270 



Thr Thr Tyr Gin Met Asp Val Asn Pro Glu Gly Lys Tyr Ser Phe Gly 



275 



280 



285 



Ala Thr Cys Val Lys Lys Cys Pro Arg Asn Tyr Val Val Thr Asp His 
290 295 300 



Gly Ser Cys Val Arg Ala Cys Gly Pro Asp Tyr Tyr Glu Val Glu Glu 
305 310 315 320 



Asp Gly He Arg Lys Cys Lys Lys Cys Asp Gly Pro Cys Arg Lys Val 
325 330 335 



Cys Asn Gly He Gly He Gly Glu Phe Lys Asp Thr Leu Ser He Asn 
340 345 350 
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Ala Thr Asn He Lys His Phe Lys Tyr Cys Thr Ala He Ser Gly Asp 
355 360 365 



Leu His He Leu Pro Val Ala Phe Lys Gly Asp Ser Phe Tlir Arg Thr 
370 375 380 



Pro Pro Leu Asp Pro Arg Glu Leu Glu He Leu Lys Thr Val Lys Glu 
385 390 395 400 



He Thr Gly Phe Leu Leu He Gin Ala Trp Pro Asp Asn Trp Thr Asp 
405 410 415 



Leu His Ala Phe Glu Asn Leu Glu He He Arg Gly Arg Thr Lys Gin 
420 425 430 



His Gly Gin Phe Ser Leu Ala Val Val Gly Leu Asn He Thr Ser Leu 
435 440 445 



Gly Leu Arg Ser Leu Lys Glu He Ser Asp Gly Asp Val He He Ser 
450 455 460 



Gly Asn Arg Asn Leu Cys Tyr Ala Asn Thr He Asn Trp Lys Lys Leu 
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480 



Phe Gly Thr Pro Asn Gin Lys Thr Lys He Met Asn Asn Arg Ala Glu 
485 490 495 



Lys Asp Cys Lys Ala Val Asn His Val Cys Asn Pro Leu Cys Ser Ser 
500 505 510 



Glu Gly Cys Trp Gly Pro Glu Pro Arg Asp Cys Val Ser Cys Gin Asn 
515 520 525 



Val Ser Arg Gly Arg Glu Cys Val Glu Lys Cys Asn He Leu Glu Gly 
530 535 540 



Glu Pro Arg Glu Phe Val Glu Asn Ser Glu Cys He Gin Cys His Pro 
545 550 555 560 



Glu Cys Uu Pro Gin Ala Met Asn He Thr Cys Thr Gly Arg Gly Pro 
565 570 575 



Asp Asn Cys He Gin Cys Ala His Tyr He Asp Gly Pro His Cys Val 
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580 585 590 



Lys Thr Cys Pro Ala Gly He Met Gly Glu Asn Asn Thr Leu Val Trp 
595 600 605 

Lys Tyr Ala Asp Ala Asn Asn Val Cys His Leu Cys His Ala Asn Cys 
610 615 620 

Thr Tyr Gly Cys Ala Gly Pro Gly Leu Gin Gly Cys Glu Val Trp Pro 
625 630 635 640 

Ser Gly Tyr Val Gin Trp Gin Trp He Leu Lys Thr Phe Trp He 
645 650 655 
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la^LURRED OR ILLEGIBLE TEXT OR DRAWING 

□ SKEWED/SLANTED IMAGES 

□ COLOR OR BLACK AND WHITE PHOTOGRAPHS 

□ GRAY SCALE DOCUMENTS 

□ LINES OR MARKS ON ORIGINAL DOCUMENT 

^^FERENCE(S) OR EXHIBIT(S) SUBMITTED ARE POOR QUALITY 

□ OTHER: 



IMAGES ARE BEST AVAILABLE COPY. 
As rescanning these documents will not correct the image 
problems checked, please do not report these problems to 
the IFW Image Problem Mailbox. 




